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ABSTRACT

The study of amphibian diversity in Doi Phu Kha National Park, Nan Province, by morphological
characters and genetic characteristics. Based on analysis of the mitochondrial DNA (16S rRNA) from ninety -seven
samples. The Phylogenetic genetic relationship analysis and compared to the GenBank database showed that the
results showed a relatively diverse distribution of amphibians in Doi Phu Kha National Park, Nan Province. The
results show that four species of first reported in Thailand. Two species of genus Gracixalus, (Gracixalus
yunnanensis and Gracixalus quangi), one species of Genus Quasipaa, (Quasipaa Verrucospinosa) and one species
of Genus Limnonectes, (Limnonectes bannaensis). This study supports previous findings of sympatric members of
a species complex that are not each other’s closest relatives. between L. taylori and L. bannaensis.
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Ay aandddaniddnuuzunnaneiufiazgndalalunguiiniedu deazunnis

FaBzaiudduiunuasiugeasUgssiusnasll azBanan Hierarchy Tnasiugegn
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A B1WI9NT 138 Kingdom Uaz3LAUSNgA Ag ¥HA 1138 Species BeReilzinaHafnaanii
9:flA9919 waTnui2e9ndaqznng T NN BUAN fAruFurus Ina g afung
UTINYTY URsTIRIAYTIgR Ap aN19anauiug iula uazgnd (naznosluidundiy

(Hebert et al., 2013; Suwannapoom et al., 2017)

msé’mwmmmgwmﬁm{mLﬁuﬁ/ﬁﬂuﬁuuﬂ
nadpdundR Az sty sadAUann ey vidn Eumwenn
Tonuu (Domain): Eukarya
8719471905 (Kingdom): Animalia (876414 N94%17)
T (Phylum): Chordata
%’u (Class): Mammalia
23471 (Order): Primates
N9 (Family): Hominidae
ana (Genus) : Australopithecus
afl3a (Species): Australopithecus afarensis
ANTHUANANTENINEERUTAN 7 Wuazsinvdanasduey funisideouny
aynasAsminazuanansluszduln azomnnAidinanainfiannuunnanedui
LAY 7 uanssAufiagsiasiUfazunnanslunnsane i ihAidinaosioge
ssnBsuisuiunugn sounenundnsiesdmiontiy unanaindaudy faznaas
yintnadalumileutuluany iunu (Hebert et dl., 2013)

c ¥V

ﬂ"I‘S"QJLﬁS”IZ‘VI’ZI’fJHN‘VI’N ﬁuﬁqﬂi‘iﬂ

v YA A

TulpAauass Meue HeasLNIHARNIANATBIEaRam ) SiResNlnAauAas

1
a

wminfifialundaszeesioes deriduelulnlnreuedaresdaadulanaifdindag

U

| |
=

uazasnanin Tasfliuauazano 20,000 g Adwetululnaousdesiaafireasiings
Tuaavaeaessiu fe s1ewee w30 Heavy strand Feganlunag Guanine Tunnisfisneiass
AD Cytosine 75 NERAWSWINNINEDNIT Feuea 938 Light strand Wewasuiiauiy
Auarasianies wuan Aduwerssulnaomeeddnsanfsman Tuusidesva
wazgnvinad ssnunslasnisaedunsaulreanysol wonaind Suassnaniudged

1 1 o A dd ~ d| o Vv o 1 ° ! dI ° o !
iZﬂzﬂqﬂTNNWﬂuﬂ LRCUWNYUNHUTIUVNUEDUNY §91 D-loop LﬁumLmuwmmym
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maENRunIsIaesfiiuaresilnrewadadaduandiisuesnisdaasuuudmsy
H-strand Tagssiaingnssnuesiulnaousieezunnaveniafiduesasiunduaio
Feudulanauaasanda faasnsie S codon UGA, AUA Uz AGA/AGG d w3l STOP
codon, isoleucine LAY arginine ATNATAU Tuﬁﬁmmmﬁqmﬁﬂé Tuﬂm:ﬁl‘jﬁlﬂ Codon
&IM5U Tryptophan, Methionine WA STOP Codon Aana1@ 1T 718 14ie Mitochondrial
¥998m3 (Hebert et al., 2013)

madunnennssdsnlnelaudnosummedn ulnaouedy 165 RNA Tudng
NZLﬁuﬁ/’WNZLﬁuUﬂgﬂﬁ’mﬁT‘gﬁ/uﬂ?:lNLL‘WﬁI‘Vi’N'W?_Iﬁﬁﬂ%ﬂﬂ’]‘jizq%ﬁﬂﬂﬂﬂﬁldﬁ%ﬁ@ Tnaianny
dmaazimianfinunfifauiulsresdduuags S9aanen e uunAaLAnmANg
melunguadididuadulnastsgnaesuazuangt Tnefinnsdnduiandlolvadie
ALATIZN AT ANRENIRUGNTTHUAL T 1IN T AT A NRUE N9 UgN 958 13D
Lmuqﬁmyufﬁmﬁmmmi (Phylogenetic tree) (Suwannapoom et al., 2016; Yu et al.,
2019; Huang et al., 2019) %Qﬂﬂ‘sfﬁﬁLLuﬂmwLLmﬂGmeuﬂ@:mﬁmﬁmﬁ’u (Intraspecific
distonce) VAL audunnBnTulnanuAZe 165 rRNA fAnszazniamiaiugnassiads
(Overall Mean Distance) @%"izmlw 0.6 AIUNTITTIUNNAVTHLANANTENI 19T A
(Interspecific distance) ﬁizmﬁﬁwwﬁu‘qﬂ‘ﬁuLm‘v{ﬂﬁg\uuﬁi 0.20 gﬁ?ufﬂ (Li et al., 2018; Yu

et al., 2019b; Suwannapoom et al., 2019)

s AATIE AN TN

nssaBasaturasABue inddannisasusnleels Clustal X 2.0 (Wang et
al., 2018) Tnemnsfwad BunuuaznisdaiwnargnasesaULazn uney
nagauli Jmodeltest v2.1.2 Aagnomunyaas Akake uaz Bayesian Viln{annsneumm
fandlamafmunzaniign Tnsunudiasaidu GTR + | + G Gerayaddulnsunis
Anszilnelrrnaniulllagegn (M Minfulylu Roxml GUI 1.3 dmdunistiasizn
ML 283 Phylogenetic tree Bootstrap ﬁmémummmmimm 1,000 518Nn1% gﬂﬁ’mﬁsf%
A BuFAAINFNRUE T aen pudsdardAmansaTmuinisaesuing Maiag1n
A RUs TuN1sTunying e uauliannan 50% v99n1591a84 Bootstrap 939N
To dmsuniatinsneinnsayuuuULiLg (B) firnannauduiunsdiaasdanls 4 Markov
Chain Monte Carlo chain (MCMC) gﬂﬁmﬁum%‘hm%umﬁﬁq%q nRUaMASY LL@:@@@T@@QN

i1 9 1,000 A9 TG]?_I 25% LL‘Sﬂ"ZJﬂQ(;l/’ZﬂEIWQ’V$Qﬂﬁ\7LLUULﬁ’§H’§H LAZNITUTIAUNHYDY
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LLUS1a89 Markov Chain Monte Carlo Tasuntatazifiulaaly Tracer v.1.4 uaasin fAwans

ANHUANANZENAT AR NIzEzIN p Lol MEGA 6.06 (Suwannapoom et dl., 2019)

ANHMUENRFIUINEN
n19Anuduguaneiduanenidsresdedngnsif ez esiuniadnun
Angmansianin Ansnlaseaaneiuaunesfeliin viseynanisnu uazaaniszney
A9 q 1% gluuuLeslAsRsn9e09Ritin uazdnumlnsesanaanizrasieiidan
sonfadnunzntenen 1wy gUs19lATIAsN & JUNLY LAZIUIA ARDATUIULLY LAY
TassnsnsnasBugannaly 1w nszgnuazadens Taun dogmaneinisly (dene

AnAran3) (Wang et al., 2019)

ﬂ’J’mLLMﬂme’NﬁJuQﬂiiN (Genetic distances)
1 Y, o 1 o0 1 rd
ﬁtﬂt%ﬁﬂﬂqﬁwuﬁﬂiﬁNL‘ﬁuﬂ’]ifJﬂWJ’WNLLﬁlﬂG]’N‘V]’]\‘iwuﬁ;ﬂ‘j‘m‘jz‘ififﬂdﬂﬂ%ﬂ‘ﬁ%@
& (I} o 1 - o 1
ﬂ‘izﬁﬁﬂi?‘uﬂﬂ%ﬂ TNmﬁwzmwmmmmﬂqu‘gmqmu ‘Viﬁﬂjﬂ‘jZﬂ‘Uﬂ'}"INLmﬂm’N

1
v a A

U522NINADRRANAREAUTINIUNIN WATHTHININUTNIINAN 7 (Nei, 1987) F9Hl

v
A A

V9821 R IR TAAN HANauWus Tuna1sinada Lmzﬁmﬁwqu%quﬁmﬁm% T i
Tmmwzmqw‘”uqﬂiwﬁﬂiﬂwﬁ?umiﬂgwﬁﬁ:fi’ﬁmﬂm%ﬂmﬂixmﬂiﬁyﬁfmi
Fan19LE NENgININNTTEIINaiugnaTHLaR IR Tuanatuary s dalng
AANNUANATITH (Nei, 1987) Wil atlszsnms 100,000 e wanannd gelsszaznig
ﬂ’uﬁﬂ‘jﬁmLﬁm‘hmmLﬂyﬂsf@ﬁmmamﬁwmmﬂmﬂmﬁqmw anfaag9Es Snexs
ﬂ’ﬁGﬁﬂl‘\?ﬂﬂ‘ui:ﬂ%ﬂﬁﬂﬁ%‘gﬂiiﬂi:ﬁ%’jwﬂﬂﬁﬁu‘éﬁm T 1p9dn A T aRe50n

1 o & Y, v o o
QWNWHWM@T@ﬂQ§T®iUﬂ7i@NﬂiﬂﬂLﬁﬂ‘iﬂ‘iﬂ’]ﬂfl’]ﬁ\l‘iﬂ@’lﬂiﬁ@’]ﬁﬂ’mwuﬁﬂiﬁﬂ (Ruane, 1999)

LASBINHIENWNARENTTH (Molecular Marker)
dl = dl a ' o/ ! dl [ y =y a

wiaannnaliana As luanad degnnaludmegteidiunend«igan

(L3 DINNNBNNEINTIN) W3BANTEN 9 Aansalnifadameany iz wey1afiaaiy
Lo A A > o o ' oA = sa = o

wiasinfearesiudaesns wu Mdwe Waessonaluanafifzeyafeaiuaas
AaUnfiniewugnasnuazlszdfidmuinissesieildie Seiibuie (105 a9nnenIs
Wugn3sn) lodmsunisitdadslaaniawugnass Cystic fiorosis, 94 NTHA 511

. % L4 o~ ¥ a & dg/ VA o A
(Phylogenehcs) LAZIBNANHL ‘l_lﬁ‘ﬂﬂﬂmﬂmﬂ uﬂﬂ@qﬂu;jﬁLLUUﬂﬂ\?ﬁﬂN%fJ@]ﬂ\?Lﬁu‘l’]wch‘]_l
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Aurmassnaaifilumiienlassants ffwe songRuanaay aiumdngiuaniay
Tuanmiinils 7 pasnauadamungnisaninds g wu Tusin Tluniansasitdeds
AR AressUlssamATugen wu lsadalnues waneinildslnadamung
Tuanait ulamasganan dregraan nnsfnuisudswanaenluniaiugAans

= ' dl o - 2 & P
Lﬂ‘i’ﬂ@‘lﬁﬂ"lﬂiﬂLZ\]QZ\]‘?ZHQWLﬂuLﬂ‘iﬂGVIN’]ﬂ‘VIWGWH‘Qﬂ‘E‘EN ADTRAIUYDIFILDWLDYILN 81U D

o/ o ! =9 a 4dy dl e a
ﬂ‘LIG]"ILL'Vi‘LNV]LLH%T’J‘Hﬂ’]EITH"VTuN u@ﬂ@"lﬂuLﬂ‘iﬂﬂ‘ViNWﬂiﬂLﬂQﬂ gﬂTﬁTﬂﬂi}é%'}'}Wﬂ’]LLﬂz

walulagZanwiNeszyssumnizsasidue ungranssiduefilugdn

L‘l’lﬂﬁﬂ‘l’l’]ﬂﬁuﬁqﬂiiﬂ

QY 0 o A &
ﬂﬂiﬂizﬁgﬂﬁ?‘ﬁﬂﬁiﬂﬁﬂﬁﬂﬂCﬂLﬂ%L’ﬂ

o/

L= v 0o o A & (% ¥ ' o o a
Tuﬂ/@f‘gUHNﬂq‘jTﬁﬂq‘iﬂq@qﬂﬂﬂLﬂuL’ﬂN’ﬂﬂﬂ‘jiﬁLﬂW‘Viﬂﬂ STT@ILLﬂ ATINIIIALAILR

|
[ %

RUBHLULAILAN Lmtzﬂﬁm@i’ﬁﬁuéué@fﬂ (box 2) AITHUANANTIRIATYTEMANNTTIN
AFUA S uaULUAANLRZNITMI G LT uAa T (e.q., pyrosequencing (box 1) 454
sequencings, by Roche; sequencing-by-synthesis, by Illumina; SOLID, by Applied
Biosystems) ABAWINEHAIMYBIR LSBT TH1TaBasR TUNTENTWA (box 2); (Mardis,
2008) TPaUNANITMATFUMLUAIRANAZ AT N EREINRITURIE WS 48 %138 96 TuRaNIS

53 Tinepseiununam sauguae (UayassuaauansuauBuaaugiuUnges o

o

fiu Fenrsmansuguas (Uasisalnayatszanss 150 auggiu Twnnssuiniasile

v v

= d' o o 4 £/ % g = v &5 4' ’(f Gf
Wean Twangfinismanduazaaslynisiunanasesfionansiuasaiie v lnanyaly

2 1 ]

UBnnafimniu saiunsmnansugubimdssndanaiuazasainandmsulassnisamna
ey Taennsusznaualun nmsmaiuguasUaylniundniunisfinenaluiiiasend
ATl9NEgs (Mardis, 2008) unlueWIARAIN1T0 [ENBLANUSH DIy ANTTRHE N33 (9

AYNHINFIMTUNITIIUHNAMTHARINAAILNWNATEHUINTG WazaRalaysing

o Sld < 7
msﬂszqﬂmsf%m@umuqsiﬂm (DNA barcode)

a

oL ' T AR SN v
NNINLNIHTIIT AT NNIATIIUAINYDIE IUNTALATIZRLNS IaneaRBueay Ty

1 v
A

o o o/ Qg/, !
\EW‘jLN’ﬂi PCR hUUFINA L‘Wﬂﬂiﬁ\i@’]ﬂUﬁLﬁuL@ﬂu’]ﬂﬂ’]ﬁﬂu T 1gzu1ed 800 AU

L4

fupnansiulananesing (Hajibdocei et al., 2007) Twsinesii liusnfigalunism

9
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FIAUATLINI MIDNA 134 cytochrome ¢ oxidase subunit | (COI) E981UIEATHETATN 11
NNTATBUAFHATIHVAINAATEN NERNTHATIUANIG 1189970 mIDNA Trsunisanevan
NNAUTNITHNEIFUNULFYT AU ZARAHN AR a9l NS uNaN19Tn

SULLLYBINITNTZANLAUATNITUANURIUNINANFNTTH AILHUITIAR MIDNA A5

s ° [ o ! o ! & v v = ! 1
ﬂﬁZTﬂﬁquﬂﬂquUﬂqiiz‘Ll@IQﬂﬂq\T@]@ﬂqﬁlwuqfﬂﬁqﬁ FIRLIT Tmﬁﬁg'}uﬂﬂﬂdﬂﬂqﬂﬂﬂﬁéfﬂfy

s

W@Z\TNﬂ’)‘iﬂ’]’]ﬂ’?‘iﬂ‘izLﬁuﬂ’ﬂ2~WIZ\]’Wﬂ‘lﬁZ\]’]?JVI’NWWQﬂ‘i‘ENﬂ’]ETHN’WEIWHﬁ (Hajibabaei et al.,

9q
' & ~ Y A 1% a = Y &
2007) @mqfiﬂmum‘mmamamammﬁusi@mmﬂum}ﬂﬁmf;ﬁquuuwugm‘ﬂmmﬂmmL@u
LAY AITNTZHATE IS Lﬁmfmﬂm@LﬁmﬂqqufmgﬂmﬂqﬁLﬁﬂfmmﬁ’umﬁ%ﬁﬂLmuuﬁm

Y v
v A

A9 ANENATAUINITIATRIINITLAT LTl AN BN AN Tl s UF B WLe
ﬂ@qﬁmﬂzLﬁuﬁﬁmLﬁuuwmﬂﬁ’uiwmiuugmmsjfaﬁLﬁﬂ%ﬁﬂﬁﬂﬂﬁﬁ%%’hﬂﬁiﬁimﬁu
AITHNAINNATEY LAZNITIUITHULEUNINBRNTNT T (AN www.barcodinglife.org and
GenBank, www.ncbi.nim.nih.gov) mwwjﬂﬂ%mwmﬂw'mgllﬂﬁ']ﬁ/‘l_lﬁLﬁuLﬂﬁﬁuquNWﬂTu
Taqiiululansnananandyminisennsdsiwiananazinsuniaun (o (Wiens, 2008)
TnamoenmedmsunisAneddmminisiuewian fis nsidenngueasiiduaiine

A ra < [ v o v [ .
AW LL@xﬂizLﬂuﬁLﬁ?_I']?_I’rNﬂUﬂ’]‘j‘j’JNﬂﬂH@@’]ﬂﬂﬂ’Tuﬁm’]\? il (Wiens, 2008)

nﬂsﬂszqﬂﬁ?gtwv’]ﬁﬂ Aga1s-a1sienuaai tunsAnEIAMNRaINEAIR2BIRAT
arifinsinazifivun

nTUazena lra g AERT9ARIANE FmiuniaAnumeiugnIanes
fnotndulnsmnidnasiwinasivuniui anuddgaenisasunstunisusnig
Fannaii an1sanSnEaIaRLg a9dRafanae i il A.f. 2013 AnAdeaas RM,
Moresco Ta vinaad nuang nuszrinsaasnuyida Physalaemus cuvieri Tuqq e
Leptodactylidae s‘éaLﬁuwm@‘fmf?ﬂuﬁmfmuﬁumﬁLﬁmqﬂggmﬂmﬁ:uuﬁLfmTumiﬁq
‘Vliilﬁﬁlﬂ')U@Nﬂ’I’ﬁLLW’ﬁI‘wU’Iﬂ?J'ﬂQLLN?,N“ﬁILﬁ%W’]‘ﬁt“ﬂﬂ\‘iT‘iﬁ aannadenly (waines
(GGAC)sA, (GGAC)SC, (GGAC):T Waz (GGAC), Taalnmumia nﬂfmﬂm‘?ﬁﬁﬁé‘ummﬂm
Jravnm 65 UaU UsznauniguauRiSuedisannuuanaiaiis (Polymorphic band) 4114734
58 WOU WATLALA S WET I ATIHUANATNTUSININ 7 KOU 91N INTHDS (GGAC)A
S99 2 WAL INTLHET (GGAC)C $1347% 2 Lol WILHDT (GGAC)T 41491 2 LU WAL

i ° a ¥ a «& PR
TWﬁLNﬂ‘i (GGAC), 974793 1T U 93]ﬂLﬂuﬁﬂﬂ@zﬂﬂ@ﬂqﬁmﬁquuLLQ‘U@IL@uLﬂVINV?IQ"IN
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LANATH (%polymorphic) TAUszanes 89.23 uanaan tnswesois 4 sfiaansnsnsinunly
Wuwedassialunnsdnduunaianasnu P, cuvien Tniflafiansanansasaznismsaany
oufEuefdacuuanaiy uazkoufiEued Mdauusnaeiugsaneazinn
Wanas asnsnslianaszdlstleminanisdAnenadanienuidinaingisasny
Tnewapasssnn Tasanizasneis Tunufigtugnaenada Ouvenile) (Mannmonisaszy
FamenalnfesdnEaIIRugIAnENTiUsIngnieuen (A3 1uae, 2563)

Tutl 2017 s Tapunuan medialaemesans iuadasdafimunzaniunis
ﬁwuﬁsf%fé’ﬁLLuﬂﬁﬁmﬂ@aﬂUﬂziuﬁ fanuoizuUUTUTan (Complex species) BBNAINTIN
TaslmdonTynunsan (Limnonectes gyldenstolpel) uaznumasan]swmita (Limnonectes
taylori) innguilszannatuniadinun Senqusaasnsiisunlmiosassfnfuniannans
Fovdn Toun Beslin wngasaan Be9978 1415 198 WATHATIIANT iWlDranAAg1z
NNRUTNTINAE TNTLHS (DIBFMOADTIT9119U 20 THaluas wuan fey 5 thaiues
ANNTARTNEERNNAE e uAn AT vsa 96 uay faunalszanns 100-3000
A uaziiairayaansfnAduefilasndamaszaznansiugnsas fvinln
asngavinnsdnduunnguuiasassiialaidn 5 nauees Tasszazmamaiugnsas
YpsnUNEIiiafinan e fusTssen e firangasefiiadAty Hofmuan
fiuflagand (Microhabitat) RAnudATyABnIanazanefaaasduesnmn (F39R sune,

2563); (Suwannapoom et al. 2020)

a4 A >

SV LTNG RN

ANFARNUNLANYIWG N Suwannapoom et al. (2016b) naFunanuaeiig s
Fejervarya Gfmm@ dicroglossid AMNUWNEWIBY E1NBENNDE TINTATE N B9YNY
aAwilareslsymeng a1nn19RATIeRIBYaaNRU DNA U3nsuwndu ulnaswa
38 165 UATNIITIUHNANH N WA IWANVBIENLRNG N (WEIFU9ARTNA LR

Y o 1 o 1 |4QV [ =

Tidiuan anering inani@esindiadamnnsunainusanygesnanedals desands F
syhadrensis, F. granosa ua F. pierei Tnsanavioug s Fejervarya chiangmaiensis sp. nov. &
ANEoEN WA IANsfwELas I uuanaeIneingu 7 uenanildfiaunega

ARNYNLAN

Suwannapoom et al. (2017) ﬂ%mﬂNﬂmﬁﬂuwummﬂﬁuﬁﬁmmm%ﬂ Taun

ﬂuwuml,ﬁmmfy@ﬁ (Fejervarya muangkanensiS) %myuwuﬁﬁmmwu BUNDNDINIH
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Fawdaniyanyd Usznalne Tng aviisesns as. Shsusna §a39oanfl sanfuiinads
911 Kunming institute of Zoology (CAS) mﬂsf@ﬁm\‘imi@?ﬁ‘m@mﬂwmﬂwmmmﬁmé
andwinazfinunhuasnfianlndn Tndaae wezrumunufinaluiud Soduunas
finunisnszaneingissunaiiealussmalng Senuaneingdlnsunisuszynaly
aynsnAsmBeysnnisTunisdndiusngswininuan nunneadesnigansiaas
uananeunusindu o Tuana FEervarya nsdnuenedoguinen uasiugnsasd
Filanta fe ﬂmumLﬁmmzmﬁﬁﬂmmLﬁﬂﬂfiﬂﬂmﬂumﬁ"ﬁﬂﬁqLWﬂ@yLL@szmﬁﬂ
sonfvmeazdennisdadauunaai o dnnae

ABE U1 Watters et al. (2016) T@Tﬁﬁmﬁﬁﬁmmmmggm uazniavingiu
NENNNTFEIA Y 2EINITATENNANANETFNAATHIATGIN UAZATTAATIZANIF AU
AngnneTungudndfinszgndunds Tnsmnizegnelsdmiudniazidininaziiuon
FamsdnAnu s dugAneewaduaifisaiudiesung 136 wladadudounm
189U 45 Az ail (asuniseansuintagiunansuwe niunsdamiedogiuine
42 wuy AlASunTanuman 5% snnisiaianan 42 asiuaz1e gageali 75% usnued
Anasunefidisaaiannnuazsryandugn indaresnisiaiusini engnsnasng
HIRTFIHNNFIANFUgIUANEN TaBUNEAINNAINVANETBIENERNUE ARI AT
GENARTY

NAN1988U18989 Pawangkhanant et al. (2018) Aeaiunisaununurie s
Tuana Leptobrachium eanguunanuan sinaaauils Smdnsmga Tunanziuanans
Uszmatmelaanisdinsiznssduluianas wazdnuaenadugiuanewig nu
Leptobrachium tenasserimense snxnsausnmnunnatssnsingu o lnsddnue
Fapaluid dafudumnes SVL 41.4-58.8 uu. uay Aafadamede SVL 54.7-58.6 ua.
Usnsflamnlasam aougirasiafia I <V <I <l A9 usnafamnduing | <il <V <l
<V ggatiammsnuazimmnannsd faadn o Tudiflodawn sauanfiased wimeg
Afin UULAER9

NavHn1aBEnas A397 wanar (2563) tunausryna e nikg manTnIg
dmaanantuil a.a. 2012 Arddulanaaasinlilasummalanidue suszynn sy
waasdalunisdnunlasessnmnaingnasiresiedtintn wulunadiniafnuinuyn
(Limnonectes blythi) Buaparandsreslszimatng Tasssuideudungulazens

d1am 4 naw Tawn nanUszansueesnenigannminunsesaew ngulsyang



19

U3 onauanme-nan nquUsza1ns ue1net19ge ST uNEaIaan Lazngy

tszmnnstulszmanan Tnelslulasuanmalan ffuadman 7 duwms wua aneds
YBIAPHNAINNATEN N U TR NG HUTEEINa9 4 nga fAtaunans Tuaoed
Usznsudinatsgeipuuananemnsingnasiifanuuenansiungsszanan
yintndnfugmlnan ansuanatmeingnsssiliinduunazanainssnsesiuiiog
ande Gereyamaritannsninlilslsznaunisfansoniunsruounisisueying
uaznnsdmntaunuya e

o

HARTEITULYBY AN N RFIERT (GIS)-based, Tng Geissler et dl. (2015) ¥ianns

¥
a

AmsnenidaBauiteuussinlasiuguadudefinuanmnsdanweasdma s ivinazdin

v Vv

untudnledn uazunilsreuanmnsmenlnanmsua 819 - e SaEamull
ﬁﬁméﬂuﬁuﬁmmﬁuuﬂTuLLauﬁuiﬂﬁumuTﬁTLLﬂ:z?}quﬁ'm—al:ﬁmﬁusfumﬂmf?uﬂﬂﬂﬂm
Uszinatne Tnafnistiufindnd aziiuiiaziiuunsauan 131 9da a1ngfniai
ANMTANEINEHALIT m‘s’fiLmﬁ:ﬁfﬂﬂ%ﬁ:uumfiﬂumﬂgﬁmﬂmgwudﬁﬁméﬂuﬁuﬁq
AfnNUNTaufianian Cardamom NNALSHANTDIUNNA ISR ATHAN RIS INaZATUAR
A ez finunluunsin Annamites n1ale wene1ninisidaufiauBeadfnes
ANH 9T AANE LA A LRI A THLAN AT AN as AR R TINRA a2 154
untuundnTasmanans nan1sAnund Minan wnknlaspauanyinnund iugein
wensBanfieanstualaauaeuls

N8R AR UA Il [n T Aewas s (Mitogenome) 289U1m WaanUAWE
A¥munnna Polypedates megacephalus (16,473 bp) Huang et al. (2019) Tasusnemunesu

=y A o a P g a (dgT ¥ o a o . (’E '
NUIPITHANH RN ALUNH %QTHﬂ’]’ﬁ’JLF"I’i’]Z‘Viu ANINITIATTIEN Mitogenome (AN 2B

P. megacephalus (19,952 bp) TaelawnaTulagsadudaly (NGS) wazwnalulag niam

1
o o/

AAUNIRTFIH WU 81 ND5 (nlageyrne uagnulallsafuiinauas (CR) 9118 AN

1 1
= o

lapnsu9112798% ND4 uaz ND6 wananHfawuiniiaauaxiiEiuti Mitogenome T
o/ (ﬁ/ g o ! a a v a o A o/ !
PBIFYAUTH FIN1T9LUAMNNIZBIEU ND5 UATNITIATIEMNITTIUINITE N UIN
= ' ' & A ' P o o 7 a o o A
81 ND5 B8 52MINAUTAIUANFDIU UATHANNANAUTNITTMUINIT2BIBTYILT
fAgnaad 20 BA T ARNIINNI99AE 898 ND5 s lHeein 19N T2 UIHATSI9 MU NS

o v ! a o/ =S a o/ o o ' ! ! = ! ¥!
N@Z\]Wﬁm@"luﬂ\ﬁLuuﬂﬂ‘ﬂﬂ@]‘ﬂﬂﬂﬂ’]‘i@ﬂﬂ’]ﬂﬂ‘gu@]ﬂ\tﬂ 1 TN LWT‘N@@IL’JN’]LLZ\]ZW‘ITWV’WEIT‘M?]’]‘E

TARAL undrnendnupRana1nti Mitogenome TIHEUNS (HgIWYBYA
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msaynasAsans Uaauu (Polypedates leucomystax complex) fvgagfiFans
Tag (Buddhachat and Suwannapoom, 2018) TApBUNEN9N3YAN8R LAZAINAHALEN
Wugnasnazmanailazaansans Polypedates leucomystax complex fiupnmiafuluazimne
e Gasznaeddus nodBesnenguiazannsass P, leucomystax Tumsinng Sunda i
Usze1na8ulaan (Indochina) Tase@en1931m37e3 Mitochondrial cytochrome ¢ oxidase
subunit | (COI) a1nAA88NUIALIUTIMIN 266 Fa Tnan19AiAT1En ANEENTUENN
Wugnssuaaeidue ulnaeuasse wuan damuas P. leucomystax wusids 4 nqy
Usznaumaaa naawidla (Clade A: Polypedates sp) 1w (Clade B: P. cf. impresus) nnals
(Clade C: P. f. leucomystax) waz ananile (Clade D: P. cf. megacephalus) anna aya
Phylogeny 1&g Haplotype ‘j:‘qq"] Clades A, B a2 D W19 fAFmuIn1an19ns9ing 1
521914 Clade C WAE Clade D TmﬂﬁmwLLmﬂﬁmeqﬁuﬁqﬂ‘ﬁuLﬁmmﬂqﬂm‘mmq
QRFERT Sesnainiinianzany nMadeadta venmafineiaiseinanmgfainie
TasiannzagnsBamauanansnsianasirhuussueasrenanns: anafunum
dndnyunisanemasniiaivansngs dmsuiszrananiely Clades C 3 Clades D
Tufl Ao d@ins sz Rmand uasniaingnasniunianszansraslsysnad
\Ainduln Clade C atuzdi Clade D fiuazannaasdl uazwuan P. leUCOMYSAX complex
Tuedunzieanidedlaianamainnanginn wiezdiansnasnaningfaniafivintn
AANIFTUNIZII1EI9189UA AEA U 1Y DA A daun1sresdszaanganuam
P. leucomystax complex

nuzialnaeasnumagant]u Dicoglossid ana Limnonectes Tasunisasune
Taer Phimmachak et al. (2019) 91n@aa81981qA LaznLsdRmansiifiusansanain
A1ANA1ILAEA1AlATEYATT uAznIAnzIueenidsmilaansszmeatne Limnonectes
savan sp. nov. fiunagAaesdsss wazdiaanananaduny L. dabanus sannispanln
rasUsEnAREmN uazn1einpziunanIesiine aanelafanateiug aitaans
uanmsann L. dabanus uas Limnonectes #indv o finasnidonbueunziuannides
Tmiunstdulasenfednuoenedoginenansiafndouazieon Aduebilnnau
wiae wazidnssasiniiinisnumusiia i Aeinln Limnonectes sfipfisimudansidn
aamlsznaufivianan 6 1

sesnufisaduseiuga Ssiaanaqge (Micryletta dissimulans sp. Nov.) a9n

U797 nen1atnresUsswmaneae9Suwannapoom et al. (2020) F9aB U8 A NE ML
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o

Mg WANEuAr ANy luanaresEeiug il dnyaran (U aundidadn
(A7 20.3-22.4 1. FLfly 24.4-26.7 H3.) SNNIYNIFYT FI819NITAIINNIN ‘VE;IJﬂTﬁ\‘i
NuT‘LAHNN@@@’]u‘Mﬁ@LL@::WM?I’]\‘I AYIHYNIATWNTLAINNEIIFYNTIUNLY NURIATUNAS
=4 =4 a ¥ ¥ o =0 ) ! o i [ %’
Wdean 7 Mg AAUPHIN BT WRAN qumﬂmm"fmwmm ATUNAINHIATA LA
gudsaRianaiqndsaunlnyrsugedens dardsmua g assgansu3ionmn
wiuluaaza anueseasAsiindan Tneilsasduafiznidlinany sesaeaafiung

v v 1

puazganty AuAamasiruyianienni Amnsiiansfiveaudinnainungpes
nans wazaeludanfidmaen Tnsaneiug sdaosuanansannnusiingsy ¢ buana
yiavun udndudii 165 rRNA (5.0% ~7.4%) aqiiu Micryletta dissimulans sp. nov. i
sdniiesunafen Tuduneazungey Sandnassandszmalng 1aanugeann
syALsimzia 120 8. unpnatazifnanuiniinadesiasnnade Tnoydeulauusin
Micryletta dissimulans sp. nov. fssanenig Data Deficient (DD) sriswisiagmia) IUCN Red List

NANMTEBUNEaIERUg e Bvdaaisqe (Micryletta inomate) Tae Munir et al.
(2020) WU iueRugAfAEFITEY LdN19NTTANBEINNINIIN AIUANNE
g ania@eunsining sasisausgnsme-siae uazauledn e oq o
anevivg Micryletta inomata Tasunadiugiunnidudnaianizdulugfnialnaifsaming
qu1nan uaziiugeingifianuuanansentszanstugfnnaw o Taunisinsizn
ANEY Phenotypes LAy Genotype ﬂ@qﬁi:mﬂ‘mmqmmqwuLﬁy@mﬂﬁlfﬁﬁ%ﬂ
upnwilasnn M. inomata Gednuouzdnigiansuazszdulanadisudu M. inomata
uazafindu 9 S9lasuniadadadn Micryletta sumatrana sp. nov. ifwaneving nadisl
dnunizians Ae Sunndidadn anmdsiinea nesiganisdinazdnnszans Tnasd
sinaiafigndndunszansesy AurnasdsEziinniany SqarEnunEaRuin Ui
LAY WAZATUMHNYBIARAN

Liu et al. (2020) To 'usn Gracixalus quangi. Rowley, Dau, Nguyen, Cao et
Nguyen, 2011 ifupssusnarniszneaiu Tnaly 14 dapgne Afusauaansinmnenls
vavgrulazmasu lunnsdogiuinendass i usausantng aoulnglaely
dnuassnnsaynaNaIndeers S9idmunnismAnigmanigndaey T G, quangi aan
Auaunlngszasmanoniiignaas fdufduerasiiu Mitochondrial 165 rRNA 521279
faanainanil uaz G. quangi anAsaun Ae 0.6% ManuwuASIRYInnsuuringe

ana Oracixalus wisanntufinisu 9 sfalulszmedu
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WNRI1UBY Rowley et al. (2020) ague U1a Tuaam Rhacophoridae ﬂﬂﬂﬁunﬁN
Gracixalus trieng sp. nov. a1nBanuinnas AHANHLANANNTIINISANY A IIg3NEN
LAZVINRUENTIH LU BUIARIAILINNANS (37.2-41.4 wn. Tusian i1 lonfinde 5 6a)

aynlassuluyHpIn U AILaEATINY ANRaA AR RNAaE D RIAB BRI

wargUiduda Y finnunds dnsuazendmdssiafiinnaosnies dqaqafnun

[ 7 v ' ¥
o

VAR NBRINUIN DS mumaLmum'ﬁqwqﬁmm:mqLﬂuﬁwm LLﬂfnng:mumem
WANANNAY NIUANEA HANDIINUNDDNNITINVDLATNNUILATATHNRIVBITHIUAN

o/

ddagantneyaninds uaziuRavasussanEeutudadiade Taauredaiinnanszansuns
AuLEn o #n uazRndnAidnues wiusasiifa | waz I Tu dagdladade waclufianady
m%mﬂ%mfﬂﬁf&igﬂﬁyuuwﬁwmfﬂmwmmu mﬂﬂ’uﬁtﬁm’ﬂ?uﬁfu Syntopy 1 G. [umarius
1Taqiiss Gracixalus trieng sp. nov. iufiginannluuemmiuaziinpu Aszdnimeia>1700
H.) UnEaRInIanAuuazaaaaTi oy Andu eiluualusaazgndndniney bl
sesiugs Tapfnianszanemnagfenams Tagtszsnos <1,000 km?

nM3AnNE1289 Luo et al. (2020) Taafunedenuaidalny Leptobrachella
suiyangensis sp. nov. Tusna Leptobrachella snniamensnusssnmnd Huogiuba, Suiyang
County, Guizhou Province TutlazinA@s a1n184aNNFUgIHANE LALNITAATIZINAS
ATmUINNT (165 rRNA mIDNA) f1snsadunne uazdaouuanawaineiag q o
ArLAnANses e aLALANEEN NI ANEN Taun Buiagda AR aAumddLay
¥a9Va9 FuasHan uazdu o daqiiu nuana Leptobrachella & 75 «ila Tag 21 #fiany
Tutlszmnedu soudls 7 18ia Aarevmainsamansles Tnsulasiiusanuanmansae
Leptobrachella suiyangensis sp. nov. uazddusiuaiinansadsiismuaiisioydmsy
S 165 rRNA WUAT > 4.7% aniitiuiinlnsreseiug uazandiueiuiugan o
Tuanafeaiuusuanfemeingiunisnazatsnswisuwl asfiogande nnsUsudai
Auuanaan LL@ZWQWHM@"IT‘M@’W‘Eﬂﬂﬂucfuﬂqa Leptobrachella nenziunnidaslaans
Uszmean

wadqaUaaluana Gracixalus 209 Matsui et al. (2015) TasBuaaqn Gracixalus
Sawom Lﬁuﬂ’uﬁ?ﬁwm'mmﬂmé’umﬂﬂmﬂﬁ:mﬂ%ﬂ mﬂmm‘ﬁLmq:ﬁmazﬁ’mgmﬁwm
uazluiana sneving il Ao Gracikalus sunmdn (AaansnaresayndayUszanos 22
Na.) LL@ZﬁﬁﬂEMZW’Nﬁmi’]‘LﬁWﬁﬁﬂ'ﬂyﬁﬂﬁ/‘l_l G. gracilipes unfAanuunnnienasfngs

Id dIQ 1 ° o v 1 o & |d9/°/ A 1
TNNQ@I@“H’]'ZVI‘EN@U’]T’I@’N LRSIBHUATLURNTIYTALNN %QNWEWM‘QTﬁN%ﬂ\?N ATTHLLATTE TN
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agvdaanandazangau q uana Trefianusnansesasnadidailidn ayngu
AHREN NATIANADHNINEBIDDN AAMIWINEIIENFIABNINGN LAZVIENE19Y
NAaN1988 U18289 Klahan and Thaewnon-ngiw (2018) mlﬂﬂﬁﬁﬁmemﬂmﬁ\l
wannwaten1skgnassassny (Fejervarya limnocharis) tunnmmsdusanidsamiloans
Uszmatne Talrmafla PCR-RFLP 91ndaasnsvianan 120 faee19 Usenaunising
we9 106 A7 uazIWALY 14 69 39U59891n0 12 99nda Taedlun DNA gnafdaein
na1xLl 8 (Gastrocnemius) 284@28819A2855 CTAB-Phenol: Chloroform Proteinase K
ansininamadfianzangnAnnsasdmiy PCR uaz COI Tnawmadfilnsuniadmaan
IINHAATD PCR 209 (W3iMad COI wu 710 bp Tudiatnsviananmas PCR products gn
saamaele Alu |, Dde | WAz Taq | WAEWLFLLLLYE Haplotypes thgaiiu 2, 1 uag 1
ATNAAL ﬁquHoplotypes 289ABN WA (Composite) Qﬂﬂ%’]x‘i%ﬂ@ﬂﬂ Haplotypes LAE19283
5 Lonlel LATLARIY 2 3UuUL 1T AAA UaT BAA aunAled I Eun gegaeoeUiuy
Haplotypes Aanln@As Ao 98.33 uaz 1.67 A uadU @9lU5unsd UPGMA dendrogram
284 Hoplotype gnaasaulanly NTSYS PC 1na9d4 2.1p vialnAanunainnanaaes COl
oroducts fiiaeiaane Alu I, Dde | & Taq | Tnsunnsdssidv uazuusoanuiu 2 ﬂ@éu A
ﬂ@iw‘ﬁ' 1 wuvagedaauann F.limnocharis Lmﬁzmgluﬁl 2 Usznaunas F. imnocharis
yiavna Saunsloidin 2 nauses Tananduiss@nsanuaaieafeiuazans 2 nguaes
uaA9Lazanns 77.5 iagidug aanniafnuased F. imnochars zes UD uaz MH uams
Tfumnuana19m1aRugnasas19FaLen uazan9aziiuseiig anse il
Tunadnuntusnessifureafusesafadsunuid

1 v

nnseBurEnznasiineagan ana Tylototriton aewugine Auwusan gre
B AnasgAdandaan namilaansszmalng Pomchote et al. (2020) TA5uNIs
apunelnenIsisIsnAnE s Fug AN uazsziuTiana wuan frnnauenang
an Tylototriton 7154 4 «a #2 T. panhai, T. uyenoi, T. anguliceps waz T. verrucosus Tae
Tasiad aanesiig awan Tylototriton phukhaensis sp. nov. Fe8Annumnanenisdnigmn
Anen Toadduinf laaau WAL LaZATILWET FIuAnANeaInaIiug Medu q
nnsAATIEINIeRUg neaxgaazyan Tylototriton anesig msdwdoanafiunnansann

T. anguliceps waz T. uyenoi Tnspmsgiilannnisfinenassiiaziiaamsastanntunng

ayny Tylototriton metutussnan
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Tne91siusnuanaasidae Gracixalus quyeti Tudszimaana Tae Egert et al.
(2020) ¥FADENTLALIILIININTIATAFIHILNNIANATSTBILTENARTT HYiNnNg
AATIIANE N NAUGNTTH WU Addumfauiufauionmn uANUANLANATY
119583 TUARFIRINIBIT9N"Y UAYFULULRTEMINNAIDI NN AL T AEEAeIN
Tsmziupanvaafionimuann i Tulszmadaauns

wanaes UnenLiin s buasny (Dicoglossidae) ana Limnonectes Tne Phimmachak
et al. (2019) F4lmasunaainnisdinsazniaas i usausning uazdagmng
UsARAansTifUa9U59891AM9AIANGN UAZATATATEIAT FINIRAEE1I91NN
aanzdupandaaniavaslszinalng wuqa LIMNONECtES Savan sp. nov. iweir 7
FIINNINeY ATHUBYEIATEE AR EAReTURaag 1 L dabanus annnnsnenlnues
Auarnn uazn9nIARzIunanYast Ny I A frnauauRadn eaneiug niaax
upnansann L. dabanus waz Limnonectes #finds q tuedanziueanidesln Tnanis
ARTzIeAN ez AN wazsrduliiana sanisnnslniReeTes aannnsAuNL
wnlntilavinlnauau Limnonectes amuasannaeiiumnyiin

WatusIA FaTerAa uaraqo.sn wi9ny (2554) (neBuneifaadunisladion
&ssTuaan Cytochrome C Oxidase | (COI) anfimansmunzantunsla il DNA barcode
iDnsazyriaednd (ngnanIuazuamsn dapsnviz nesnin unasluidn Aide un
Ly Uan 1 uazdnanzie Tnsesnsienquapaaaiwingziiuun femunsamiaan
ANAANSA LAzl HAd1NsanE  unIaTIuNn TRy Bl A wananni SeraniAs
UsEANBATNNITANATTASEAMATALINISAENAIIaNENIS BN Tanientaay Ny
NSNENTETIHIIA FmFULSudniileiii DNA barcode upasinniantia 3 Usznis
Taun (1) ddufiandle mavesduwinfinsuanasnnnefiasinbugnfssidinneio
Aupananiiula uarasfianauenanenieslusfinRedsinannvda ufiee (2) Wusid
wfifiudinneydnEfiamnsa b iwamasiidiu Universal primer wanduiiaifisFannd
FruaUsnamiuneUfiienigesla waz (3) feuiafivsnzaslszann 500-800 guis
(base pair; bp)

WANT9ALATIEN Cesar et al. (2019) Tavinn1aLlssifiuAMENaINNa8I8IiAY
aziwinazinunuszduliananasiiu Mitochondrial COI uazdi 165 rRNA dm5unns
JuunlusnaresnuuazgnoantuaueasiiuuenauAnts Usneuands nadwad

To 19l COl uazaIunasdise 165 rRNA Lﬁuﬁqm%ﬂﬂ:ﬂﬂﬁﬂﬁﬂumqmmif’mﬂuﬁuﬁﬂ
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afiuunfidfannsiman fesunanarypsneiaes uazdslmneuns 12 ddulneuns
ﬁmfﬂ:LﬁwfmzLﬁum"fuwmgml,mmLL@uﬁﬂﬁmﬁyfm
Rowley et al. (2017) Tasunanuanasingiva Leptobrachella aaamnsnnanansen

wile 109UszmamFaann Tngn1331A91ENaINANE LN 19T U IUANE UATNNY
sugnssx Leptobrachella puhoatensis sp. nov. umnmsatneiings o tuana Taadawmey
Ffinde 8 ¢ wuanflnuam SVL 24.2-28.1 Radiuns wazdufinduiwais 3 da faun
SVL 27.3-31.5 AadinnT santegaddifinnuan daginedinaaunsinazifanaens
LAz ivasdnnyens uaTANTYEIARUEL 4.9-5.6 KHZ (7l 22.5-25.8°C) Gl
AnuAnas uanasziias L. PUNOAENSIS uazansi 165 rRNA fia >6.5%

WAN1331AT1EAY89 Phimmachok et dl. (2019) TAaBunsnisAununuyila i
Taun ﬂuqummq'u Dicroglossidae sy Limnonectes @Wﬂ@v’lﬂﬂlﬁﬁf\;"lQW I EATME
UsziRmansiifusausanlunianansuaznialnresann uazaianziupanidaomile
vasazimalvg LIMNONECES Savan sp. nov. Aa fan 7 AuKey A uLLIDIATHTUAL
Tnadssiign aanaadsldabanus svnidenuanenlnuasiumnzfunaniiay Andu
Tasnuanesing niifaanuuanansann Ldabanus waz Limnonectes siindw o bueids
prduaanidoln a1nnisinmeiendneueneduguanenresiafndouazdan
Ao lilnroueds uazidevses aannisauria b vinlidnwan Limnonectes «ia
Afimudnnduinaansznausiionsannain

WANNTEBLNEYEY YU et dl. (2019b) Tamnwunwsneniig s Amolops mengdingensis
sp. nov. annaRzduandssla sesnumaguIu Ustinedn Sadunmiugensnguans
siug Amolops monticola; Amolops akhaorum waz Amolops archotaphus masimansdisg
LM B IHING srezvszaansaneiug adu A akhaorum Aa 4.7% uazszazing
szvanaanesiug s A, archotaphus Aa 5.2% dmsudndu 165 RNA #iaTnuild
ONANHOLAUANIE Aa FoENUATUMAST UANA19TY ArnnsresiaTuRiimaiy
Anusrasiauasidsiufideafiqanned fayaziiqiesanigefidne aun SVL
56.9-40.2 1. UATAALSlE 91 SVL 64.3 M. AYNENNIUTUNIUFHINATIAT AU

v ]

ABIATEEHA men;]Lmﬂmmﬁ’uﬁwmLé“ﬁﬂm'm“?wﬁwmLﬂumuguﬁﬂmqm AT
PRAINAUIAIRDNN TN LU AHIA TR NEALI UL AT
nanseBUNpaNnBnnees nu Leptobrachella shangsiensis. Tana Leptobrachella

FINNUANFNINE N9PAUIAUAIUTLVATULIAE Chen et dl. (2019) Yinn15a1AT 1z Lae 2
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Anbosvnedngnianen wazszduliiana wuan L shangsiensis faansumnansaqnaila
A o famaluil (1) 1uam SVL 24.9-20.4 aiw. T 11 faume waz 30.8-35.9 ain. T 5 6
el (2) unayRdnduaeuduacion (3) Ravumasdmiesanaiarsaidefivan (4)
sunmmasAuasiuauuuuasditdnliaouans uaz (5) sugnumiuay @essadeng

L. shangsiensis sp. nov. Yszneummsmitsunnanissasfinnuiingy 5.5-6.5 Aladsnd

1 v
=9

fignmgAuanasy 21.5C Tnaauuananerasdndusznans L shangsiensis sp. nov. uaz
SR LS U7 814165 rRNA wua1 > 5.9% L. Shangsiensis sp. nov. i uludautu
ANEUUNIIA Shiwandashan LRBL3NETIIHENR YfiTeiANGs 450-550 (P59
sy ML

na3INN1sAAsInsEiulanaLasnedniginenlag Chung et dl. (2019)
Tnasune nuanevig s Leptobrachella namdongensis anniapaysnsiviing Tuganda
Thanh Hoa 19zmeidsaua a1nuaenig s faanaunnaemnsiugnass aousesiu
16 rRNA ufuzfieaw q tnanasytuazane 4.7 &4 21.0% wazanads 24% lnaans
w”uﬁ:TmJﬁmw aangu L petrops uaz L puhoatensis um asnsasuunlaainnis
ARTZAENHOYNAUg ALY WU Fdafananan ﬁq;jﬁqt,@ﬁm’ﬂ 30.9 Hu. iy
Faufiadt 32.1-35.3 un. Wana19naAme Waunayinlpdaian aarnlamnanuay
ANNDITAANFILUIBLATLEN WALUNIYYNIaUATELEURATFAT

NAN1BBLNEYEY Li et dl. (2018) Avinnnsauwunuaaisg adisaaudusan
snnoenanelan Usmadn Tasnisiinssiaesddmmanisainidue ulnnawade
sz121 wilatinag lungy 0dorrana cade waz 0. schmackeri & Nuclear DNA Taszyan
dnaedend uanasnainaeing Mideenesdugiuined Tnssneiiug adacs
uanasannuiiean q tuanads mmRanedadn (SVL<43.3 ua) Fagnanaaan
1719 @aunayuasmegiizuna ainladaiey iesnguinatseesunayiiaunaendii
A9 ANNHNINTBIEINLAEEesTaf 11l uazArNEaTiafle I <I <1V <l

Pham et al. (2019) Taafunanuaiasiug s luana Amolops aannasnan
ardunnideaniiarastszmeiaauin Tngnisaiasnsinieduguanguaz s
Taana woadnunieyedougisane Amolops ottorum sp. nov. sesing namiuumnsng
snefindu q hianalneddnuosdsll nuanadn (SVL 47.5-48.2 s, inadle) siaena

ANIAYINAIN TPYNAU RIFEUIHEN ROl Tunasee92 muILa LI MAIRIZET LaTaIu
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mimaslaznaunaegeiiina Sen1sAirasnaeEddmunnngateiug e g neossy
uazdmogy huufinwauses Amolops tuberodepressus vsznes 5.6%

waeBLNEFERg saaa g Tuana Grackalus «fia Gracialus yunnanensis
Tae Yu et al. (20190) andnatsiifiusasananmnzfunnidesnuazgummanls
VBLTTNATY WUANEER LG AR AHLAnA9aIneidndy q tuana Taen1sadenig
dnuasrdougnianen uazasduliana Adnuoedime i snnddaneunnadn dand
Taufinds (SVL 26.0-34.2 su.) Randsdsnpnamdssmdarinaauns anuodlnaua

v Vv
= =\

fa f5Udn Y Lunds maRAifguResfiognieuandine agnnan LazATUANIIaIaIRn
Aeudeuludsesd dedmieingnasuafininuazuanatelnsiszanos 2.2% -14.1%
uazTnaudesdy G. guangdongensis snndign
NANITANEIVEY HAR AGY WATAME (2549) YINNISANEIANNAINNATEDY
dpaaufiudinaniiuun wardnddssaaidunsneiugdndlng e Smiadens
syyniaunnaandenanan w.e. 2547 Tnely 2 38 fie nnadiaaasaEunRAERT
SZUTNYINANA 491.66 AlAINAT LAZNITEHINUUAIAIDE 19 9nNA 126 LA
HANNSANEAINLERIS 2 51 TonTriannn 3 Sudy 20 297 77 aNa 123 #Hn LLﬁ@ﬂéNﬁmf;
Tasafl @nAAnsRRIUNLYIINNA 2 SUFU 14 29 55 ana 83 win uarARIaLIAun
FUTAUUNWLVIVEA 2 U1 6 29A 22 aNa 40 n
HANTFANEIOYNTNABIU N19ALATIIANTBInRANaRS LazL5U1595718073
AsrareLaRI A Tisinaziiwunlduleaulag Poyarkov et al. (2021) %@mu@gm@ﬂmﬁu

Yo o ! g ! { o o o
Tﬂﬁ‘].lﬂ’ﬁf—.lﬂﬂii‘i_lqplLﬁHWﬁQTHLL‘M@Qﬂ"l"lN‘VT@’]ﬂ‘Vi@’]ﬂ‘V]’N%Qﬂ’]‘WﬁNWﬂiy?.lerT’Nﬂ Tﬂ?—_l A

Ls

aniwinaziuunaosduladn (saudedenuin ann dunen wazlne) duniladudnai g
dauannniigalulan Uszunns 60% ao9aeingfigdniuszezioan 20 T Hawan
FINNITNUNIHITIUNTIHUALY DY AR 7 WA BUTLAUNITAUNUAIGA WAZANS
WAEMIRINITTANNIANY MABAIUIILTINTIENTATITFEL ARdaziiazifinun
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A58 1 LL@WNwmmﬁf«%’ﬁuﬂﬁﬂ%mwﬁﬁmLL@:@TQ@TW (New species and new genus)

Fo9mide %;ﬁ@“ﬁ
WAL
2549  Three species of frogs and a new tadpole from eastern Thailand. Stuart et al. (2006)
2556 A new species of the genus Leptolalax (Anura: Megophryidae) from northern Jiang et al. (2013)
Thailand.
2559 A new species of genus Fejervarya (Anura: Dicroglossidae) from northern Thailand, Suwannapoom et al.
(2016b)
2560 A new species of rain-pool frog (Dicroglossidae: Fejervarya) from western Thailand, Suwannapoom et al.
(2017)
2561 A striking new genus and species of cave-dwelling frog (Amphibia: Suwannapoom et al.
Anura: Microhylidae: Asterophryinae) from Thailand. (2018)
2561 A new species of Leptobrachium (Anura, Megophryidae) from western Thailand. Pawangkhanant et al.
(2018)
2562 A new species of the genus Xenophrys (Anura: Megophryidae) from northern Wu et al. (2019)
Thailand.
2562 A new caruncle-bearing fanged frog (Limnonectes, Dicroglossidae) from Laos and Phimmachak et al.
Thailand. (2019)
2563 A new species of miniaturised narrow-mouth frog of the genus Microhyla Tschudi. Poyarkov et al.
1838 (Amphibia: Anura: Microhylidae) from northern Tenasserim, Thailand. (2020)
2563 A new species of Micryletta (Amphibia: Microhylidae) from southern Thailand. Suwannapoom et al.
(2020)
2563 A new species of Tylototriton (Urodela: Salamandridae) from Nan Province, northern Pomchote et al.
Thailand. (2020)
2564 First records of the fanged frogs LImMnonectes Suwannapoom C et
hannaensis Ye, Fei & Jiang, 2007 and L. utara al. (2021)
Matsui, Belabut & Ahmad, 2014 (Amphibia: Anura:
Dicroglossidae) in Thailand
2564 First national record of Gracixalus quangi Rowley, Lorphengsy S et al.

Dau, Nguyen, Cao & Nguyen, 2011 and G,
yunnanensis Yu, Li, Wang, Rao, Wu &Yang, 2019
(Amphibia: Anura: Rhacophoridae) from Thailand

(20271)
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1.1 gunsadilatuluniasuinfisei
1. nasvniegy AF-S Micro NIKROR 60 mm 1:2.8 G ED
LPRBNINTEAUAINHFIIINAUININELR GPS (GARMIN)
Tnsne
U1nna
axATIuIN
\ABHAHY
TBUNYN
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1.1.1 ﬂ@ﬁmsﬁuﬂz@qﬂnszﬁﬁ?%?u;mﬂﬁﬁ'ﬁms
1. tulpsffiasawin 13,000 x g
2. NReA N AT BRI TR 1.5 NA.
3. éﬂuﬁqmmﬁ 55-70°C
4. Vortexer
5. 1BNHaR 100%
6. lalalwsniuaa 100%
7. NeeAEYY

8. AANTFIA
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9. UnnAu (Forceps)

10. g98lD

1. mndatan (una)

12. wapsfladnawnsinasns Digital Caliper

13. Tulmsdis (Micropipette)

1.1.2 msmﬁﬁ?ﬁuﬁlmﬂﬁﬁ'ﬁms
1. DNA Extraction Kit
2. 10x PCR buffer
3. Primer Forward (16S ar 10 ym)
4. Primer Rearward (16S br 10 ym)
5. Deoxynucleotides (dNTP)
©. Tag DNA polymerase
7. Magnesium Chloride (MgC|2)
8. Water (H,0)
9. DNA template
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AIUALRDUIINAN WA, 2562 BufBuTHeNEw W.A. 2563 THaa1nARHINTIAY 120 4
AASUN TR N A NEINIAANEIIa A AN A finun Tugasaiuinn1981999

Uniueasen Umaend wazdiuganssadln Tnanisdrsnamsansni (Suwannapoom
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uazBnaanasisnAnEndnEnEnignas mesfiRnng Seezinniafneneiina
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naslaunaamnszedansnsiiiuisuas huduRedesnunanmdansng

4. 39099N1 9y adIMSUA e 19A Az g 7 wuTuszraneniavingn

o/ R a

ANATUAN FOIUA A4 1980 anaweIna Auflagende aleiugiTuiangAngey uaz
LAUTDHA UBNTINTE NI NinaynaNA s1ureIfaa 197 gnduTEa19nIainaTu
ANARHIN WALIBHANNIADIGIANEN
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tufiniiussAqauazansiqn uaziinesmmailen AaoAaLNITIzYEIERLg wazie
aeynnEnSangEaesEnIaiu AU ANELLILYE9 Suwannopoom et al. (2021)

6. nmaifiudaesaiefa vindaegwmgnsueanases 15% lnalaioan
5-10 Wit nasansiuinniaradnedesaileda Tnsvinniaidesosundn o4 Anam
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pasnsindegnsETunaTndu 10% il 24 alus waasnslUiifsnu
Tuonues 70% Gesaagnaimuagnifiusnunlmesfinns AusineasranTuas
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NI NEIRENTIET LAz o9l fUANNT n1ATEEadnen AnzAnenAIans
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NNSAUATIEHHNA
! o/ i =Y gj =Y ! =Y
ANTANYITLUNANATAIMHARINVALVEY NAIFLARH A ANUNIINATNINTS A
(Species richness) wazazi/Fauiigudainaulasan (Dominance indices) T5MATLARY

qad13991as ly Simpson’s index (Shannon-Wiener Diversity Index) %Gﬁqmﬁm’iﬁﬂuqm

q

o

N

Phe

DI=} [——

Trg D fla Aufiaanumainans (Diversity index)
N, 91:9UF289RA |
N 91U INe a9y nein
pisaniulaeuan D Waglugi 1D Geaniilniminiui lanilssiangenandn
vl wangn AR Agesneinfinresnsmannatera sl LA ANgNYH
NN Bepnauans DiuE AN Besre95 U FanAge
@f@um‘“ﬁﬁmwymi@mq N @ (Information statistic index) Wiuardaa 1Ay
Mmﬂ‘lﬁmwiy'm Shannon-Wiener’s Index (Stiling 1996)
NgATATNIt H'=-3 P, 2
Tne H' A& A7 Shannon Index
0 Fa FAEINIBIS TR | ANUWELR S anEe
FIMNANT AT AT PBIN97 LaR9an Auinusiasevannranssfinuay s
AHNANDUDENINAWAT A ATNINNgT TagAn H 91 (nansnsasnaAnuasnn At A9 1s
ArinaNe (Evenness) TAASENNNS
E= H’/ InS
Tne E Ap avwasiniane (Evenness)
H* A& Shannon Index

L4 o . .
S B ANAANANYTYBINIYNUT (Species richness)
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Catalogue Species Catalogue Species
Number Number

AUP00402 | Amolops Cremnobatus KR827892 Limnonectes gyldenstolpei
AUPO1928 | Kurixalus verrucosus KR827891 Limnonectes gyldenstolpei
AUPO1479 | Leptobrachella minima KR827896 Limnonectes limborg
AUP00390 | Leptobrachium huashen MG935882 | Limnonectes limborgi
AUP00391 | Leptobrachium huashen KR827954 Nanoranaa enea
AuP00381 | Leptobrachella eos KR827953 Micryletta inomata
AUP00395 | Leptobrachella minima KR827952 Micryletta inomata
AUP00398 | Leptobrachella minima KR827833 Kaloula pulchra
AUP00493 | Limnonectes bannaensis KR827832 Kaloula pulchra
AUPO1475 | Megophrys major KR827944 Microhyla heymonsi
AUPO1473 | Megophrys major KR827943 Microhyla heymonsi
AUPO1478 | Microhyla butleri AB543609 Microhyla mukhlesuri
AUPO1993 | Ophryohryne pachyproctus | kre27916 Microhyla butleri
AUP00496 | Odorrana chloronota KR827915 Microhyla butleri
AUP00499 | Odorrana chloronota KR827910 Microhyla berdmorei
AuPo1608 | Odorrana chloronota KR827909 Microhyla berdmorei
AUPO1609 | Quasipaa verrucospinosa KR827950 Microhyla pulchra
AUP00543 | Polypedates megacephalus | kr827949 Microhyla pulchra
AUPO1458 | Raorchestes longnanensis | k697684 Duttaphrynus melanostictus
AUPO1460 | Raorchestes longnanensis MG935763 Duttaphrynus melanostictus
AuPo1615 | Theloderma gordoni MG935762 | Duttaphrynus melanostictus
AUPO1470 | Xenophrys Parva KR827873 Leptolalax minimus
AUPO1985 | Gracixalus yunnanensis KR827872 Leptolalax minimus




37

o 1 Ao % A & o 2
#1919 2 WQ@EWQWT’G’THﬂWﬁQLﬂ‘j’]:i‘ifiizﬁﬂ‘]_ITNLﬂf}ﬂﬂ@flﬂ’ﬁﬁﬂ‘kﬂu (D)

AUPO1986 | Gracixalus yunnanensis KR827858 Leptobrachium smithi
AUP00524 | Ophryohryne pachyproctus | Kre27857 Leptobrachium smithi
AUP00385 | Kurixalus bisacculus KX066881 Leptobrachium huashen
Kizo42674 | Odorrana chloronota KX811931 Leptobrachium huashen
Kizo42657 | Leptobrachella minima KY800620 Tylototriton shanjing
kizo42677 | Rhacophorus kio KY800626 Tylototriton shanjing
Kizo42679 | Chiromantis marginis KY800624 Tylototriton yang
Kra27841 | Kurixalus bisacculus KY800599 Tylototriton pseudoverrucosus
Kr827840 | Kurixalus bisacculus KX811909 Megophrys pachyproctus
KR827990 | Polypedateshr aueri MH406835 | Megophrys parva
Kr827989 | Polypedates braueri MH406738 Megophrys parva
Kr828078 | Rhacophorus rhodopus KT461912 Theloderma albopunctatum
Kr828045 | Rhacophorus kio EF646375 Philautus albopunctatus
EF564518 | Chirixalus doriae MGB06641 Sylvirana nigrovittata
KR828036 | Raorchestes parvulus MG606640 | Sylvirana nigrovittata
Mk234883 | Gracixalus yunnanensis | MG909601 Huia melasma
Mk234882 | Gracixalus yunnanensis | AB211483 Amolops cremnobatus
IN862541 Gracixalus quangi KF185047 Odorrana schmackeri
IN862540 | Gracixalus quangi MK650102 Odorrana tianmuii
MF467910 | Theloderma gordoni KR827966 Odorrana chloronota
EFe46374 | Philautus albopunctatus | kre27965 Odorrana chloronota
AB277301 | Fejervarya limnocharis DQ118482 Quasipaa verrucospinosa
Kre27881 | Limnonectes bannaensis | kre28033 Quasipaa verrucospinosa
KR827880 | Limnonectes bannaensis | AB636618 Hoplobatrachus rugulosus
KR827905 | Limnonectes taylori AB277302 Fejervarya limnocharis
KR827904 | Limnonectes taylori
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mu%ﬁ%ﬂ@ﬂﬁqmé’mﬁqLﬂué’ﬂmﬁ'ﬂ LLﬂzﬁﬁ’]‘\ﬁﬁ/ﬂﬂfmmﬂﬂ\‘i%ﬂﬁjﬂﬂﬁﬁ Tnasgaans
wananaiielsunsde wazsesune 24 wuu Taun 1) (SVL) Snout-vent length AANHEA
mﬂﬁmﬂmﬂﬁ\ighyu 2) (HL) Head length AANEIITBI AN 3) (SL) Snout-length AN
819283994 N 4) (EL) Eye length A318819289M1 5) (N-EL) Nostril-eyelid length A3M:H8175
Y- 1ABNAT 6) (HW) Head width AINNNINNYBIRTE 7) (IND) Internarial distance A9
ﬂ’;N‘iz‘Vl'?;N‘g%;I]ﬂ 8) (I0D) Interorbital distance 5z8211952MI9A7 Saa1nwauaull 9)
(UEW) Upper eyelid width mmﬂdywnmmﬁﬂﬂm 10) (FLL) For climb length A31H819289
wass 11) (LAL) Lower arm length Faannuerentlatafingie 12) (HAL) Hand length AY1H
am2@sile 13) (1FL) First finger length AanNenaiialausn 14) (IPTL) Inner palmar tubercle
length ﬂ’ﬁs\lﬂf;‘lwﬂx‘wj?\l‘lﬂ%@ﬂNGEuflﬂ(;”luTu 15) (OPTL) Outer palmar tubercle length A9
ﬂfzjflqmﬂij%@ﬂmﬁﬁﬂﬁmuﬂﬂ 16) (3FDD) Third finger disk diameter L@}Iuﬁmquﬁﬂmq
Uanefiafafi @ s 17) (HLL) Hind limb length AR1H81999937199449 18) (TL) Tibia length
m’mm’umy\i 19) (FL) Foot length M’mmfmmwrﬂ 20) (IMTL) Inner metatarsal tubercle
length AITHE192BY tubercle metatarsal hymbfu 21) (1TOEL) first toe length AITHYIIUB
‘fI'JLVT"ILL‘iﬂ 22) (4TDD) fourth toe disk diameter L@}Iuﬁhu@ugﬂﬂ’wﬁﬂﬁﬂﬁj%ﬁ’]ﬁﬁl 23) (TD)
tympanum-eye distance mfmmqywwml,mym Waz24) (OMTL) Outer metatarsal tubercle

length AN tubercle metatarsal ATUWBN FNAITN 3
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A1519 3 NIFIATUIANTIINELFIUANGT 24 WUUNIRTIRALFAIDE9ANEN

Characters ANTHIANE ANDTUNY

(Faeia)

SVL Snout-vent length ﬂ%qﬂﬂﬁﬁﬂﬁﬂﬂﬂﬁﬂﬂﬁﬂﬁﬁgﬁ/‘u

HL Head length ANV BN AN

SL Snout-length AIHYIIYDITHN

EL Eye length ATNEIUBIAT

N-EL Nostril-eyelid length mﬁmﬂfagmjﬂ—m*ﬁ@ﬂm

HW Head width AN NYBIR L

IND Internarial distance mwﬂ;ﬂq‘iwdwgﬂﬁﬂ

0D Interorbital distance ﬁ:ﬂ:ﬁwizwﬁwm %Qqﬂfﬂfﬂumyﬁusiu
UEW Upper eyelid width AHNNYBaLLABNeN

FLL For climb length AITHYIIVDILYL

LAL Lower arm length Saannvasendelansiaie

HAL Hand length AINNEN2BIRD

1FL First finger length AaHEnafaflausn

IPTL Inner palmar tubercle length AonnNEasRsviEens Tuilanull
OPTL Outer palmar tubercle length AN IENANVEELHAiTEANLen
3FDD Third finger disk diameter Lfgwhuquéﬂmwmﬂﬁqﬁﬂﬁmu
HLL Hind limb length ATTHENIABITINRY

TL Tibia length AINENIUT

FL Foot length AAHENAYBIIIN

IMTL Inner metatarsal tubercle length MN8N Tubercle metatarsal (;II"IHGEH
1TOEL first toe length ﬂ%’ms’—.ﬁ’)"ﬂmﬁ,’)w},’nl{iﬂ

4TDD fourth toe disk diameter Lz;umu@uéﬂmqﬂmﬂﬁqw?ﬁﬁﬁl

D tympanum-eye distance m’mﬂf;”lwm LLhy'J‘lgj

OMTL Outer metatarsal tubercle length AINY1I2BN Tubercle metatarsal (;ﬁu

HanN
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ANFAATITAANB N WA IHINGT UATNITTAIUIAYBIAIDE WNARIFLTINTN

FLAUUN ATNWLL28Y Suwannapoom et al. (2020) lae Ty ias a99m Digital calipers

1 v 1% 1

o ) Y ! A & o
Tusunsmag A g nassuazusnd (T 2) Seaeeneiiifiusnenlueniuea 70%
1 Vv 1 o 1 d| A o Vv o 1 !
ABMINAZUANANAINFIBe19ER Wasendnisadauazdulilpreaniunisinantuaan
A9 9 2BIRIBYWAATIAZNAY o Ao lHaAeaiu sTuFitn1sTadanennesiifiy

Snunlabueniues 70% Tuneslfiifinas Characters Tnafafunadadnusantunin

AN 2 FIUANLAZFIANETE8 NS AT LIN AL A AN aZTiNUN 24 LU

Lﬁu"am;ul@@N@qzﬁm%’um‘sﬁmummmgﬂmmmﬁm (Matsui et al., 2010)
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asinenszaulaanavasinIszfiuiazfisun
daqaziiininazinuniannad (nann1381399 Tugneuurssfinesnan
Fandawm axgnmyeznanielaluanginisldnamaasmnieiay fs ocwo .ol

ey BIUT o NINYIAN W&o AMUNEATAIFATUALNINGINTFTIINYIR WNTINYIREY

wzien lagdanenefi lnarnnisdisaansefiazgnualu 95% leviuea Tunaanawis

a

1.5 Tulpsdns uanfulaluguandegnmgRil ~20°C Wesh{UarinfBuemasgaarin DNA

U

N1SRAMALANLIE (DNA extraction)
Aiwarasdluimungnadnsinduuazvianansiflalns legnadnsiduesn
U3H Omega BIO-TEK Talagnns fafi UasapenssfiuLay/Mannansifiauesdna sz iy
Vs fivunmin 30 mg. Taluvaan 1.5 mg Microcentrifuge tube Fintiwnes TL 200 uL
\fin 25 L Proteinase K nasianiuivaziden ﬁquyﬁ'qquﬁ 55°C JTuuenil AvxiSa
g997 (210,000 x g) 1iTWLa87 5 w1l @JmLawwmmmwN'quuusfﬂlﬁmmsfmﬁ
\ns9azans BL Buffer 220 L waniaziBen ﬁquyﬁqmmﬁ 70°C wiWa|n 10 w1
FHENIHDa 100% 220 pl waniianiu graa19araneianuaUsInadui HiBind®
DNA Mini ﬁuhyfmmﬂm%qqqqm 1 9479 ?Tqmimmmyﬂuém WH 500 plL HBC buffer ﬁuﬁ
AINEIGIGR 30 ATl TleansazatEAKans HAnda HiBind® DNA Mini Tulalu 2 mL
collection tube ﬁﬂﬂm(’f‘iﬂﬁ @Wﬂﬁ?wﬁﬂ 700 pL DNA Wash Buffer ﬁuLLﬂﬂﬁm’mL‘“ﬁqudqm 30
AT TIENITAZANLATNATY NG N HAEURANASI LaasNABANI HBINd® DNA Mini
wanluiumdasiiannandagegauduag 2 wift ievinnaodiung enenodan HiBind®
DNA Mini 841%aa@ Microcentrifuge 1.5 mL waanln AN 100 uL Elution Buffer SANCITITY
figomnfl 70°C wazdsialiitgomganeatiuean 2 wi waniliuwdesnasnaias

§9gn 1 w17 uaafiuansazans DNA fignazanslaturanna 1.5 mL figamgi -20°C
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' 4 '
asinUSIafiBwen3sufA%engnlanafinaisa (Polymerase Chain
Reaction; PCR)

[ A 2 a & ' A A&

yinnsiinUsanoessidue uaonlilnaeundefidue 165 rRNA 2wn 589 bp

aeAsUfABegnlnweAesa InadaannanwesUfisen PCR fumans 4

aaa

f1519 4 ﬁquﬂizﬂ@u%ﬂgﬂﬁm PCR

THAYDIETT UANIUE3 (ul) ATHLIN zgmyﬂﬂ
1X buffer 2.5 1X
16_S-ar primer 0.5 150.2 pM
16_S-br primer 0.5 0.2 uM
dNTP 0.5 150.2 mM each
MqCl, 0.75 1.5 mM
H,0 17.05
DNA template 3 600 ng
Taq Polymerase 0.2 60.2 unit
Uanms9qs 25

AnU5unEuaaneasdin mitochondrial 165 rRNA TW%IT??@:TW‘MN@‘; 16Sar (5'-
CGCCTGTTTAYCAAAAACAT-3') waz 16Shr (5 -CCGGTYTGAACTCAGATCAYGT-3') (Suwannapoom et

v
v A

dl, 2019) IngAauAne oamgRensUfA5en fail pre-denaturation 7l 94°C W 5 Wt uay
puArELfAEN PCR flaznaunas 94°C 1n 30 Aunft 50°C wiw 30 Aunfl uay 720C
W1 T 117 §19491 1 58U NEIINTWRINALE final extension 71 72°C W% 7 WiTl AF995BY
HANA® PCR 7 (alag 1% Agarose gel electrophoresis AN NaNAR PCR il (UvinTn
LSS A2E%A NucleoSpin Gel and PCR Clean-up Taefidgn19Mail dasuariansinass
agarose gel 2 % 100 mg AN a3 NTI 200 uL ﬁufqyﬁ'qquu 50 C 1@
5-10 1l Lwene819AaY Y0 9 2-3 W17 9% gel 1TuazatenEA 919 NucleoSpin®
Gel way PCR Clean-up Column U’ﬁ’iqﬁﬁﬂﬂlw 700 pL A lunaenA 2 mg fi’uLL?JﬂﬁmmL%’J
(11,000 x) 17341981 30 A7 1fin 700 pL TWines NT3 a9luaadui NucleoSpin®

Gel Waz¥in PCR Clean-up THuaniia1ai3a 11,000 x g Wuaan 30 19t Juuenaag
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KIS (11,000 x g) ilsaan 1 1t iileadatinines NT3 aan9asy50s 219 NudeoSpin®

Gel uaz PCR Clean-up Column asTunaannlasimunsfian mg wa. s 1in 30 L

a

o P3 1 ! J ! v
UWines NE uazunfigoumgf (18-25 °C) wwaan 1 w1t duwidaaduean 1 w1l aog

Y

AYTHLET 11,000 X g WAZTNNARAR PCR fiu3gns vnddufifuediuium 1eiiag 411
(Uszwmnang) TagnianfufSuayisaasfianie annsuinasufisued nuinsaaaay
LAZIINRIALALE WA DY NUARLAILNAILTUNTH . MEGA 7.0 LavinanAufian

il laviansalisnnialugiaeya GenBank

3Lﬂﬁﬁzﬁmwﬁ’uﬁuémaﬁ’uqﬂssu Phylogenetic analysis
AREAANNENTENIRNENTTN IR anTinas fuun [nannsinen
u5i00s 8 165 rRNA f1AulnsunianaasseugnInuasinfunsduiamany 3o}
TanTs DNASTAR 5.0 ddiugnanasilnanann GenBank ileAA512w Occidozyga lima (5w
Lﬁﬂﬂ(’fiﬁylﬂuﬂlﬁgﬂ‘ia\l"?ﬁﬂuuﬂﬂﬂql34 (Suwannapoom et al., 2020; Rowley et al., 2020;
Pomchote et dl., 2020) nasandauANLaIBuAtainIadaRIALmEd A udsasnslnaly
MUSCLE W3aun198 A5 HAUTZE2N19R g N998981a 9 Taxa AraodleaTisunay
MEGA 6.0 (Suwannapoom et al., 2020) 11543 1MAINANRHE 19T TmuInIgn
ffiunislaely Bayesian n1sanans (B) uazloniageqn (ML) quii neAfigauas
Admuinisaduiifuagnidoniaelrllsunas Mivodeltest v2.3 (Nylander, 2004)
Aanagaunilunazes DNA nnslmnamaayaimanzanlnalyan Akaike information
criterion WuanlkiAa GTR + | + G tasuidenifAiiafigauazimunzannaaniuly model
T URUAIN A AN NT9HA8AS Bayesian inference gnassdwlnnly
TUsunan MrBayes 3.1.2 (Ronquist and Huelsenbeck, 2003; Suwannapoom et al., 2017)
d1m5uniaiinaza Bl Taelann random starting tree WAy 5 amgw Tnsvinnigifiy
ﬂyﬂaiﬂ‘vlﬂ 7 1,000 ‘q;u Tmﬂsf“ﬁy 4 Markov Chain Monte Carlo (MCMC) (temp = 0.2) hae
F19011A7 log-likelihood scores THNNTRTIUAUNTHAI NN UGNTTH (Tree)
TnaTalusunanTracer vi.5 (Rambaut et ol., 2013) WwazaDya91n 25% wanaziiunis

' o/ o/ 4 o/ . . . .
burn-in NAUFATIIBAUNTIWAITHENNHENINWRTNTINAIY maximum likelihood analysis

Tﬂﬁ?“h’Tﬂ‘jLLﬂ‘jN RAXML 7.0.4 (Stamatakis et al., 2008) ﬂ"l‘i‘V]ﬂLLWHﬁQﬂﬁTﬂT‘V]@ILLUULﬁi’-_l"lf:ﬁ_l

o o

AsAmsnzn Bl Tadmisu ML Taelyluina GTR+1+G uazlyan bootstrap iadiesniniididey

L‘Vi’mvﬁ_l 1,000 (Poyarkov et al., 2021; Suwannapoom et al., 2021)


https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5717425/#b24-ZoolRes-38-5-243

un 4

=
NARNTFANKI

r'd v
NTSRISITAMHNUAINARIYVBINAIFNSLARUIFLLARLN
91NN15819998HARAIALAINELAULA LS Ay B ULINT AR Y A1 NS
UBINAD FINTANIN NU FRIFLAUHIFTAUUNTNRUIIUIN 42 23R 25 FNR 7 196 WA

2 fudy Tnafanaasidun AIR1519 5 LaznIn 3

m1579 5 invasdnaazisiaziivunugneuunmfnesnan Sadaunmg

AP 2491 FIUIUANA 134U H I
Anurans Ranidae 5 8
Rhacophoridae 9 11
Megophryidae 3 6
Bufonidae 1 2
Dicroglossidae 4 7
Microhylidae 2 7

Salamanders Salamandridoe 1 1

9IH 7 25 42
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AN 3 uaastivd o #iln uaranavesRRaz imasivunuueaza9A

&

91NN1FHITIINLIT ANEULRUTEMAIRIgANUAE1599919 3 aiudananel]

|
]

AnLANARY Y nesAdasznausiaeesdmaaniuinanfinun Tuunasiniidisos il
AnmuAnaNTUENn Tasnudpasaiminaniuunyioau 42 oiln %wmﬁ%wﬁ 1 Wudma
auiiuinamAinuniainn 38 ¥ia qmﬁ'ﬁfwﬁ' 2 WU 34 ¥ila LL@:%ﬁ'ﬁWﬁ 3
NUMBETIGATII 31 78R (19 7)

Fndazmiiwinaznunadaiiwunindiga lawn Ophryophryne pachyproctus
WLFTWIN 21 889 Tm@gmﬁfﬁwﬁl 1 WU 11 fapsng f«gm@?ﬂﬁwﬁ 2 WU 7 FIB879 UAL
qad59971 3 wu 3 faaens aou Leptobrachella minima wulu 3 9 Tasqadeaad
WURINTIGA (10 faen) 98989H19A7 1 WU 8 Fapeng aauqAid15997l 2 wu 6 dapeng
vosfidmiaziwinanifinuninunasiigalaun Chirixalus doriae uag Gracixalus quangi
Taemutugadngnadi 1 wusfinas 16 aau Polypedates brauer uaz Microhyla butleri wu

Tuqafidngnad 2 winaz 1 s
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o o/ J =Y o/ < =Y %j =Y Y ¥ i ! o
1519 6 memmuum%iw%mummﬂzmumﬂzmuUﬂﬁquuﬁuﬁqwmuLmqmm

ApENAT F9RdANIN Usemalne

Species qad159971 1 qAd159971 2 qAd19997 3
Amolops Cremnohatus v v

A. marmoratus v v v
Chirixalus doriae v

Duttaphrynus melanostictus % v v
Fejervarya limnocharis v v v
Gracixalus quangi v

G. yunnanensis v v v
Huia melasma v v v
Hoplobatrachus rugulosus v v
Kurixalus bisacculus v v v
Kaloula pulchra v v
Leptobrachella eos v v v
L. minima v v v
Leptobrachium huashen v v

L. smithi v v v
Limnonectes bannaensis v v v
L. taylori v v v
L. limborgi v v

L. gyldenstolpei v v v
Microhyla butleri v

M. berdmorei v v v
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o o/ d P=N o/ 4 = g’ = . ¥ i ! P
1519 6 memmuuiy%iw%mummmmumﬂ:muUﬂﬁquuﬁuﬁqwmmmwﬂm

ApEAT F9RdANIN Usemdlne (9e)

M. heymonsi

M. inornate

M. mukhlesuri

M. pulchra

Megophrys major

M. parva

Nanorana aenea

Odorrana chloronota

0. schmackeri

Ophryophryne pachyproctus

< | | < ] S]] ] <

< | X S ] S]] ]

Polypedates braueri

Quasipaa verrucospinosa

Rhacaphorus kio

R. rhodopus

S SO - - S I S I SO I (R IO I I I S

Raorchestes parvulus

Sylvirana nigrovittata

S. cubitalis

Theloderma albopunctatum

T. gordoni

Tylototriton phukhaensis

0 S N S S I I e S

Zhangixalus smaragdinus

FINTIUIUAAL THA

34

31
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ANAIHNINTHA (Species richness) WU 9AF19997 1 HA1ANNINIHAZS

1 1
P9 =

figm HAmnniy 38 oila 989a9d1Ae 9AF159991 2 HAmnfiy 34 3in aaugaane999 3

q
1 v 1

frnpasnnfiauesfiga fanmadu 31 18ia e1nnisAuatmL 9aeedt 3 fian
Simpson’s index GUAigA L 31.9 Te4a9HNAD 9AF199971 2 FATMIFT 30.8 uazqn
&19997 1 8@ Simpson’s index ﬁ/ﬂﬂ‘ﬁlqcﬂ Ae 28.9 Tuaawan Simpson diversity index
W21 9Ad19997 1 uazqAan3299i 2 famadu Ao 3.4 dauqad 3 f§A1 Simpson
diversity index ﬁ@ﬂﬁ'qm fe faunafy 3.3 asuefinaauasane (Species evenness)
WU §AA159971 2 uazgAd1F99Tl 3 Sangeganiu Ae 1.0 aangad19a9i 1 Hananx

[

a3LEND (Species evenness) AN7igA JAwnAiL 0.9 (A1579 7)

M99 7 ANNUAINTHR ATAIMHRAINTIANY LAZ ATTHEN AN N AN FANLN

1 v 1 R ﬁ: - 1 1 = o o |
ﬁWUT‘l&ﬁuﬁﬂ’]‘m@ 3 ‘\ZﬂLﬂUWQ@'EI’NT‘H@Wf:I’]HLm\‘}“D”]G]ﬁ‘lﬂ'ﬁlqﬂ’] FPINIAHIN

Species richness Simpson Simpson Species
(N) diversity index | diversity index | evenness
(1/D) (H) (B)
@gmzﬁﬂﬁwﬁ 1 38 28.9 3.4 0.9
@gmzﬁﬂﬁwﬁ 2 34 30.8 3.4 1.0
qm?’m@ﬁ 3 31 31.9 3.3 1.0

snnnaAnEdmlsniwiaziuon uinfigranuuisnfnosgan Samiaunm
dofiaf i nane9mn1Tuna nazats nd 18999 dauIus A 4 ¥ia Usznaueas
Gracixalus yunnanensis Tae Frost (2021) TAsneanuanfinnanszansdaus i ous cunag
W Uszmeau a19 uazdsausany Gracixalus quangi newmnifsnssiunianszans
fuAnnmsneumiierestssmadenung waslazmaan (Frost, 2021) 1oaifangaos
s wazaniz (2562) Taanastuan Quasipaa fasciculispina (nuanwunw) finnsnazans
Wg uSuTandaduny 3 wazdandanaimmn i ugauinger (1970) Tasa91uan
Limnonectes bannaensis newmsnfinunisnszanaingusinamsmanulnuasdazinai

FEAUIN LazNNRautanraIlssmeana (Suwannapoom et al., 2016)
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1 ' ' 4 ¥
a9 AININAADNISUNINTZITLVDIT AN L AREa L ARUN

= [ o a
msﬁﬂwmﬂumzﬂmgﬁqum

ANNMIANEIANEUENIRDIgANEesdnd azifiuinaziiuun i ui grenn
WANTNRABENAN AR 19U 156 Fapsn 42 1iia Taun AMOIop marmoratus $sam 1
sapane Chirixalus doriae 1 saeans Gracialus Gaungi 1 simesns Microhyla butleri 1 saesina
Polypedates megacephalus 1 sfaeei g Amolops cremnobatus sasas 13 saaene Ordorana
chloronota 16 sass119 Leptobrachium huashen 2 saasing Limnonectes bannaensis 13 siasing
Kurixalus verrucosus 2 siaaens Leptobrachella €0s o siassins Leptobrachella minima 24 gssing
Gracixalus yunnaneasis 5 siaasing Kurixalus bisacculus 7 siaasing Megophrys Koui 21 siasing
Megophrys major 4 siaasi1e Megophrys parva 6 saesne Theloderma gordoni 2 saasi 1
Limnonectes taylori 10 saas 19 Quasipaa-verrucospinosa 10 siaes s Raorchestes parvulus 4
Fnpsng LL@:Rhacophorus kio 3 siaeeing (11919 8-20) AmsuAIMNTTRTAFARILTEILARE

HALAAS AT NATANIAN =

1 Yol (SRR v 7 a B !
M99 8 NMFTATUIAN AN N (FAAINAT: NN.) 2BIN A AEidauiuun A99099
NN TWWANTIR ABEN AT TIRTANN Uszmene aesnia AMolop marmoratus

uaz A, cremnobatus

Catalogue | Amolop Y cremtail
numver marmoratus

Min- Max Min- Max | Meantz SD | Meant SD
SEX Male (N=1) Female (N=9) Female (N=6)
SVL 42.7 33.6-60.9 |40.2+8.2 |29.0-32.1 | 30.0+1.4
HL 16.3 12.0-23.3 14.6+£3.4 10.2-10.7 | 10.4+0.2
SL 71 4.8-9.5 6.0+1.4 3.8-4.6 4.2+0.4
EL 6.4 4.6-8.9 6.0+1.3 3.4-5.2 4.5+0.8
N-EL 4.0 2.9-4.7 3.4+0.6 2.4-2.6 2.5+0.1
HW 13.5 9.5-21.3 12.5+3.4 8.6-9.4 9.0+0.4
IND 3.9 3.9-7.5 4.741.1 3.2-3.8 3.6+0.3
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Catalogue Amolop A cremnobatts

numver marmoratus

IOD 5.1 3.5-6.3 4.2+0.8 2.8-3.1 3.0£0.1
UEW 3.5 1.8-4.7 2.6+0.9 1.9-2.3 2.1+0.2
FLL 30.1 21.3-41.2 26.7+5.9 18.3-20.3 | 19.1£0.8
LAL 217 15.8-29.6 19.1x4.2 13.7-14.3 | 14.0£0.3
HAL 13.6 9.8-19.6 11.9+3.1 7.5-9.0 8.5+0.7
1FL 7.4 3.2-10.0 5.4+£2.0 3.5-4.8 4.2+0.5
IPTL 3.2 1.6-4.0 2.4+0.7 1.8-2.1 1.940.2
OPTL 1.8 1.6-3.3 2.1£0.5 1.6-1.9 1.820.1
3FDD 1.1 1.8-3.7 2.7+0.5 1.4-21 1.8£0.3
HLL 85.1 59.6-118.3 | 71.7£18.3 | 51.5-55.0 | 52.5+1.7
TL 27.3 18.6-38.5 23.2+6.0 17.4-18.2 | 17.7£0.4
FL 36.2 23.9-47.3 29.0+£7.2 19.8-22.9 | 20.9+14
IMTL 2.9 1.9-4.1 2.4+0.7 1.6-1.9 1.810.2
1TOEL 8.4 4.0-10.9 6.5+2.1 5.0-5.8 5.4+0.4
4TDD 1.3 1.1-2.3 1.5+0.4 1.1-1.3 1.2£0.1
110 4.7 2.9-5.0 3.4+0.6 2.2-3.1 2.7+0.4
OMTL 2.2 1.7-4.1 2.3£0.7 1.9-2.0 2.0£0.1
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grENWLTIRnenAT S99AWIN Usemalvne 989ia Ordorrana chloronota

A _ a

HARLHNAT: HH.)
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o/ i aQ\ g’ o {
PAINAVNLAUUNFTAUUN A99UTINTIN

cataegue Ordorrana chloronota

Min-Max Mean+SD | Min-Max Mean+SD
SEX Male (N=2) Female (N=14)
SVL 68.2-70.0 69.1+1.3 84.1-113.0 08.4+8.8
HL 22.8-23.5 23.1£0.5 27.3-36.3 31.6+£2.6
SL 10.4-10.8 10.6+0.3 13.0-17.7 15.2+1.5
EL 8.1-9.0 8.5+0.6 8.5-13.1 11.1£1.2
N-EL 6.8-7.0 6.9+0.1 7.7-10.1 8.9+0.8
HW 21.7-22.3 22.0+£0.4 27.7-36.4 32.0+2.6
IND h.3-5.5 5.4+0.2 7.8-10.0 8.7+0.6
I0D 5.8-6.0 5.9+0.1 6.9-11.1 8.6+1.3
UEW 6.0-6.0 6.0+0.0 6.2-8.9 7.5+£0.8
FLL 41.6-43.9 42.77+1.6 49.4-69.4 59.7+5.6
LAL 30.2-31.4 30.8+0.9 34.2-47.9 42.5+3.5
HAL 21.4-22.3 21.8+0.6 24.8-31.4 28.3+1.8
1FL 12.1-12.9 12.5+0.6 13.1-18.5 16.6+1.6
IPTL 2.0-2.0 2.0£0.0 2.2-3.1 2.6+0.3
OPTL 3.4-3.4 3.41£0.0 3.6-5.1 4.4+0.4
3FDD 1.7-1.8 1.7+0.1 2.1-3.2 2.6+0.3
HLL 133.2-136.5 134. 9+2.3 166.8-211.3 185.5+13.6
TL 45.1-47.0 46.1+1.3 57.3-72.4 63.0+4.3
FL 57.6-58.8 58.2+0.8 65.86-87.5 77.7£6.5
IMTL 3.6-4.1 3.8+0.4 4.5-6.9 5.0+£0.6
1TOEL 10.0-10.5 10.2+£0.4 11.9-15.8 13.2+1.0
4TDD 1.5-1.7 1.6£0.1 1.9-3.0 2.4+0.3
D 5.0-5.2 5.1+¢0.2 4.2-6.9 6.0+0.7
OMTL 2.9-3.1 3.0+0.1 3.3-5.0 4.2+0.6
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o/ o/ ! = a o/ < =Y g’ =3 {
#1519 10 N1FIAVRIANANIU (HRIALHAT: HH.) VANFAINLUUINLVINUN A99u998910

NEIMUINTIAADENAT T9TANIN Uszmane 2e9xfla Chirixalus dorice,

Gracixalus Gaungi Wae Polypedates megacephalus

Catalogue " : : : Polypedates
caraleg Chirixalus doriae | Gracixalus Gaung meg)é?:ephalus
Male (N=1) Male (N=1) Female (N=1)

SVL 25.0 25.9 69.4

HL 9.8 10.8 23.1

SL 3.6 4.2 10.1

EL 4.5 4.7 8.3
N-EL 2.2 2.5 5.7

HW 7.8 9.1 21.8
IND 2.6 1.9 5.4
10D 3.3 2.7 7.7
UEW 1.9 2.3 4.5

FLL 14.5 16.1 441
LAL 10.6 13.1 33.8
HAL 6.1 9.5 21.5
1FL 2.8 4.3 12.3
IPTL 1.3 1.3 3.7
OPTL 1.6 1.9 3.0
3FDD 0.9 1.5 3.0
HLL 38.2 44.3 111.3

TL 12.5 14.5 34.6

FL 15.3 17.3 46.7
IMTL 1.4 1.1 3.2
1TOEL 3.5 3.8 11.6
4TDD 0.8 1.1 2.3

D 2.4 0.8 5.8
OMTL 1.5 2.0 3.5
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A a

o/ o/ ! o/ < =Y gj a {
B1919 11 NITIARIANAFIU (HRALNAT: HHN.) IBINAINCLYIUUIFNLLVNUN fi99u99H97N

EMUITIRABNAT SWdANT Ussmalne aesefin Gracixalus yunnaneasis

Catalogue Gracixalus yunnaneasis
numver
Min- Max | Meant SD

SEX Male (N=4) Female (N=1)
SVL 32.3-39.0 36.3+3.0 39.3
HL 12.5-14.3 13.3+0.8 13.2
SL 4.3-5.8 5.3+0.6 5.7
EL 4.8-5.3 5.1+£0.2 5.1
N-EL 3.1-3.6 3.4+0.2 3.6
HW 11.6-14.0 13.1£1.1 14.6
IND 3.3-3.7 3.4+0.2 4.1
10D 3.7-4.8 4.3+0.5 4.4
UEW 2.4-2.9 2.7+0.2 2.7
FLL 21.8-26.0 24.2+1.8 27.0
LAL 14.8-18.1 17.0£1.5 18.7
HAL 8.2-11.2 10.3+1.4 11.2
1FL 3.5-4.8 4.2+0.6 5.1
IPTL 1.5-2.2 1.8+0.3 1.8
OPTL 1.8-2.2 2.0£0.2 2.1
3FDD 1.1-2.0 1.4+0.4 1.4
HLL 47.86-57.3 54.5+4.6 064.3
TL 14.8-18.1 17.1£1.5 17.8
FL 19.9-25.8 23.1£2.4 23.9
IMTL 1.7-2.1 1.8+0.2 1.9
1TOEL 3.9-54 4.8+0.7 5.3
4TDD 1.2-1.7 1.4+0.2 1.4
D 2.7-3.3 2.9+0.3 2.9
OMTL 2.3-2.7 2.5+0.2 2.5
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o o ! a a o ~ 3 a .
$17919 12 NIFIAAUIANANTIN (HAIALHFT: HH.) IDNARAINCLVIUHINLAWLN ﬁﬁrJUﬁrJN@qﬂ

gnemuIAnangan Ssiauiu dazmalne seseiia Kurixalus bisacculus

Catalogue numver Kurixalus bisacculus
Min- Max | Meant SD Min- Max Meant SD

SEX Male (N=2) Female (N=5)
SVL 31.4-33.1 | 32.3+1.2 30.3-43.0 35.3+5.6
HL 12.2-12.3 | 12.210.1 11.9-15.4 14.1£1.7
SL 4.7-5.1 4.9+0.2 4.6-6.3 5.4+0.8
EL 4.4-5.3 4.8+0.6 4.5-6.9 5.5+0.9
N-EL 2.3-2.9 2.6+0.5 2.5-3.8 3.1£0.5
HW 10.2-13.0 | 11.6£2.0 10.5-16.1 13.242.2
IND 2.9-3.2 3.1£0.2 2.9-4.0 3.4+0.4
IOD 3.5-3.8 3.7+0.3 3.4-5.0 4.1+0.6
UEW 2.3-2.8 2.6+0.3 2.1-3.2 2.7+0.4
FLL 17.9-20.9 | 19.4+2.1 17.9-26.4 21.4+3.8
LAL 13.7-15.6 | 14.7+1.3 13.8-21.9 16.6+£3.5
HAL 9.1-9.5 9.3+0.2 9.2-12.7 10.5+1.7
1FL 3.8-4.6 4.2+0.5 3.7-7.0 5.0£1.3
IPTL 1.9-2.0 1.9+0.1 2.0-2.4 2.2+0.2
OPTL 1.4-1.7 1.5+0.2 1.3-2.6 1.9+£0.5
3FDD 1.5-1.9 1.740.3 1.4-2.1 1.8+0.2
HLL 44.0-49.6 | 46.8+4.0 42.3-72.3 54.2+11.9
TL 14.1-16.0 | 15.0+1.4 14.4-22.4 17.4+3.3
FL 17.9-21.0 | 19.5+2.2 17.9-30.5 22.815.2
IMTL 1.4-2.9 2.2+1.0 1.5-2.4 2.0£0.3
1TOEL 4.1-4.7 4.4+0.4 4.2-6.3 4.9+1.0
47DD 1.3-1.5 1.4£0.1 1.2-1.8 1.4£0.2
D 2.6-3.2 2.9+0.4 2.3-4.2 3.4+0.9
OMTL 1.6-1.9 1.8+0.2 1.7-2.3 1.9+£0.3
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qwmuuﬁqmﬁmmgm Fandpnnn Uszinelne apsnfla Kurixalus verrucosus

waz Theloderma gordoni
Catalogue . Theloderma gordoni
Kurixalus verrucosus
numver
Min-Max Mean+SD Min-Max Mean+SD
SEX Male (N=2) Male (N=2)
SVL 31.4-33.1 32.3+1.2 49.9-53.5 51.7+2.6
HL 12.2-12.3 12.2£0.1 20.6-21.6 21.1£0.7
SL 4.7-5.1 4.9+0.2 9.7-10.3 10.0+0.4
EL 4.4-5.3 4.8+0.6 6.5-6.9 6.7+0.2
N-EL 2.3-2.9 2.6+0.5 5.1-5.2 5.1+£0.0
HW 10.2-13.0 11.6£2.0 21.0-22.1 21.5+0.8
IND 2.9-3.2 3.1£0.2 4.3-4.5 4.4+0.1
0D 3.5-3.8 3.7+0.3 7.0-7.7 7.4+0.5
UEW 2.3-2.8 2.6+0.3 4.4-49 4.7+0.4
FLL 17.9-20.9 19.4+2.1 34.6-39.0 36.8+3.1
LAL 13.7-15.6 14.7£1.3 25.3-30.1 27.7+3.4
HAL 9.1-9.5 9.3+0.2 15.6-17.2 16.4+1.1
1FL 3.8-4.6 4.2+0.5 3.4-7.0 5.2+2.5
IPTL 1.9-2.0 1.94+0.1 1.8-2.3 2.1+£0.4
OPTL 1.4-1.7 1.5+0.2 2.0-2.3 2.1+0.2
3FDD 1.5-1.9 1.7+0.3 2.2-2.5 2.3+0.2
HLL 44.0-49.6 46.8+4.0 76.1-85.7 80.9+6.8
TL 14.1-16.0 15.0+1.4 23.9-27.5 25.7+2.5
FL 17.9-21.0 19.5+2.2 32.6-37.2 34.9+3.3
IMTL 1.4-2.9 2.2+1.0 3.0-3.1 3.0+0.0
1TOEL 4.1-4.7 4.4+0.4 5.7-5.9 5.8+0.1
4TDD 1.3-1.5 1.4+0.1 1.9-1.9 1.940.0
D 2.6-3.2 2.9+0.4 3.8-5.0 4.4+0.8
OMTL 1.6-1.9 1.8+0.2 1.7-3.0 2.3+0.9
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Characters | Raorchestes parvulus Rhacophorus kio
Min-Max Mean+SD Min-Max Mean+SD
Male (N=4) Male (N=2) Female
SEX
(N=1)
SVL 17.2-18.5 17.8+0.6 71.5-72.4 72.0+0.6 72.3
HL 6.3-6.9 6.71+0.3 23.0-23.8 23.4+0.6 23.6
SL 2.2-3.0 2.6+0.3 11.5-11.9 11.7+£0.3 12.3
EL 2.1-2.6 2.4+0.2 8.2-8.6 8.4+0.3 7.6
N-EL 1.4-1.8 1.6+0.2 6.2-6.6 6.4+£0.3 6.5
HW 5.0-6.0 5.6+0.5 20.9-23.0 22.0+1.4 22.1
IND 1.8-2.1 1.940.1 6.2-6.7 6.4+0.3 6.8
I0OD 1.9-2.9 2.4+0.4 8.0-8.6 8.3+0.4 7.4
UEW 1.0-1.6 1.240.3 4.9-5.9 5.4+0.7 5.2
FLL 9.4-11.6 10.3£0.9 41.4-44.4 42.9+2.2 415
LAL 7.2-8.6 8.0+0.7 28.8-32.4 30.6+£2.5 30.9
HAL 4.2-5.2 4.840.5 21.2-22.0 | 21.6£0.6 20.9
1FL 1.3-1.8 1.5+0.2 12.2-12.3 12.2+0.1 12.0
IPTL 0.5-0.8 0.7+0.1 4.8-54 5.1+0.5 4.9
OPTL 0.8-1.3 1.00.2 3.1-3.3 3.2+0.1 3.5
3FDD 0.7-0.9 0.8+0.1 4.4-4.5 4.5+0.0 4.7
HLL 22.5-25.7 | 24.3+1.3 106.0-113.8 | 109.9+5.5 110.5
TL 7.3-8.2 7.8+0.4 33.5-35.9 34.7+1.7 35.2
FL 9.4-10.9 10.4+0.7 45.7-47 .1 46.4+1.0 46.9
IMTL 0.7-7.0 2.3+3.2 2.9-3.3 3.1+0.3 3.4
1TOEL 2.0-2.4 2.2+0.2 12.1-13.0 12.5+0.7 1.5
4TDD 0.5-0.8 0.6+0.2 3.1-3.1 3.1+0.0 3.1
TD 1.2-1.3 1.24£0.1 6.1-6.4 6.2+0.3 54
OMTL 1.1-1.5 1.3£0.2 3.34-3.54 3.44+0.14 4.1
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Cotelogue Leptobrachium huashen Megophrys parva
numver

Min-Max Mean+SD Mean+SD Mean+SD
SEX Female (N=2) Female (N=6)
SVL 52.2-64.4 | 36.5-53.0 45.246.6 58.3+8.6
HL 24.7-31.0 13.7-20.0 16.91+2.4 27.8+4.4
SL 10.3-12.4 4.5-8.6 6.2+1.4 11.4+£1.5
EL 7.0-9.1 4.7-6.8 5.9+0.8 8.0+1.5
N-EL 5.5-6.7 2.1-4.5 3.4+0.8 6.1+0.8
HW 24.9-29.7 | 12.4-17.7 15.542.1 27.3+3.4
IND 6.1-6.9 3.7-5.6 4.8+0.7 6.5+0.5
0D 7.8-8.3 4.1-5.8 5.0+0.7 8.0+0.3
UEW 5.0-6.4 2.7-4.5 3.5+0.7 5.7+1.0
FLL 38.4-49.9 22.1-35.7 28.1+4.8 44.2+8.1
LAL 28.4-34.9 14.8-25.9 20.4+3.8 31.6+4.6
HAL 13.4-17.2 10.0-14.3 12.3+£1.7 15.3+2.7
1FL 7.8-9.7 4.3-8.0 6.1+£1.4 8.8+1.3
IPTL 2.8-3.2 1.6-3.4 2.6+0.6 3.0+0.3
OPTL 1.9-3.2 1.6-2.9 2.3+0.5 2.5+1.0
3FDD 1.4-1.6 0.7-2.1 1.2+0.6 1.5+0.1
HLL 65.5-83.5 55.1-89.3 73.7+11.8 74.5+12.8
TL 19.0-24.6 17.7-27.9 23.1+£3.5 21.8+3.9
FL 28.1-35.6 22.9-37.6 31.5+4.9 31.945.3
IMTL 2.8-4.0 1.5-3.0 2.1+0.6 3.4+0.9
1TOEL 3.5-4.6 4.1-6.8 5.7+1.0 4.0+0.8
4TDD 1.3-1.5 0.9-2.0 1.3+0.4 1.4+0.1
D 4.4-5.0 2.9-4.7 4.0+0.7 4.7+0.4
OMTL 2.8-3.8 2.0-2.8 2.4+0.3 3.3+0.7
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waz M. major

Cotelogue Megophrys Koui M. major
numver

Min-Max Mean£SD Min-Max Mean£SD Min-Max Mean£SD
SEX Male (N=14) Female (N=7) Female (N=4)
SVL 30.1-37.4 | 32.7£2.3 32.0-52.7 | 40.1£8.9 66.7-73.0 70.9+3.1
HL 8.8-10.9 9.8+0.5 9.6-13.4 11.1£1.7 25.1-28.3 26.3+1.3
SL 2.5-35 3.1£0.3 2.7-4.2 3.3+0.5 9.2-9.6 9.4+0.2
EL 3.9-5.0 4.6+0.3 3.7-6.5 4.9+0.8 8.8-10.3 9.5+0.6
N-EL 1.1-2.1 1.7+0.2 1.3-1.9 1.6+0.2 4.6-5.3 4.9+0.3
HW 8.1-10.0 8.9+0.5 8.6-13.8 10.6+2.1 24.0-26.9 25.8+1.4
IND 2.2-3.0 2.740.2 2.4-4.3 3.1+0.7 6.9-7.4 7.2+0.3
IOD 2.3-3.2 2.8+0.2 2.2-3.5 3.0+0.4 7.0-8.6 7.8+0.7
UEW 1.8-2.8 2.3+0.3 2.1-4.1 3.1£0.7 5.8-7.9 6.8+0.9
FLL 20.4-25.5 | 22.5+1.6 20.1-32.0 | 25.1£4.7 39.9-59.0 47.0+8.2
LAL 14.8-17.8 16.2+0.8 14.7-23.9 18.6+3.8 30.9-35.2 32.1£1.9
HAL 8.5-10.3 9.2+0.5 8.5-13.6 10.3+2.2 18.0-19.1 18.610.5
1FL 3.7-5.6 4.7+0.6 4.4-7.2 5.6+1.2 11.3-13.5 12.4+1.0
IPTL 1.2-2.2 1.6+0.3 1.3-2.0 1.7+0.2 3.9-4.8 4.3+0.4
OPTL 1.5-2.1 1.8+0.2 1.6-2.3 2.0+£0.3 2.5-41 3.4+0.7
3FDD 0.6-0.9 0.7+0.1 0.6-1.0 0.7+0.1 1.0-1.6 1.440.3
HLL 46.4-56.0 | 49.9+2.3 46.7-70.3 | 56.2+10.6 | 114.6-121.1 117.7+2.9
TL 14.5-16.8 15.4+0.7 14.7-21.9 17.3+3.1 36.2-37.8 36.9+0.7
FL 17.1-23.9 21.3+1.5 20.9-30.3 | 24.3t4.2 48.2-50.9 49.6+1.2
IMTL 1.6-2.2 1.9+0.2 1.6-2.7 2.2+0.4 3.3-4.4 3.9+0.5
1TOEL 4.4-54 4.9+0.3 4.3-7.6 5.6+1.3 10.3-11.1 10.7+£0.3
4TDD 0.5-0.9 0.7+0.1 0.6-1.0 0.8+0.2 1.8-2.0 1.940.1
D 2.7-3.9 3.240.3 2.3-4.6 3.5+0.8 4.3-5.2 4.6+0.4
OMTL 1.40-2.27 1.85+0.29 | 1.9-2.8 2.2+0.3 3.1-4.2 3.5+0.5
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uay L. minima

Catogue Leptobrachella eos L. minima
numver

Min-Max Mean£SD Min-Max Mean+SD Min-Max Mean£SD
SEX Male (N=9) Male (N=10) Female (N=14)
SVL 32.7-35.1 33.9+£0.8 21.1-34.4 | 26.2+4.7 23.4-36.1 30.314.2
HL 12.5-14.1 13.3+0.5 9.3-13.1 10.6+1.4 8.8-14.0 11.44£1.5
SL 4.8-5.7 5.2+0.3 3.1-5.3 4.1+£0.7 3.6-6.0 4.8+0.7
EL 4.4-5.3 4.8+0.4 3.4-5.6 4.0£0.7 3.3-5.1 4.3+0.5
N-EL 2.5-3.4 2.9+0.3 1.8-3.3 2.4+0.5 1.9-3.2 2.5+0.5
HW 11.3-12.9 12.1£0.5 7.0-11.7 8.9+1.3 8.6-13.9 10.8+1.6
IND 3.2-3.9 3.5+0.2 2.3-3.3 2.8+0.3 2.1-3.5 3.0+0.4
0D 3.8-4.5 4.2+0.2 2.5-4.0 3.220.5 2.8-4.3 3.7£0.5
UEW 2.4-3.2 2.7+0.3 1.7-3.1 2.2+0.4 2.0-3.7 2.6+0.5
FLL 20.6-24.2 22.7+1.1 13.1-23.8 | 17.3+£3.0 5.2-24.4 18.9+4.7
LAL 16.1-18.4 17.0+0.8 9.8-16.7 12.6+2.1 11.4-17.9 14.7+2.1
HAL 9.1-10.7 9.7£0.5 5.0-8.3 6.8+1.0 5.9-9.6 8.0+1.2
1FL 3.8-54 4.6+0.5 2.0-3.6 2.9+0.5 2.9-5.1 4.1+£0.8
IPTL 1.5-2.1 1.840.2 0.5-1.6 1.240.3 1.1-1.9 1.4+0.3
OPTL 1.6-2.2 1.9+0.2 0.4-1.7 1.240.4 1.1-2.0 1.5+0.3
3FDD 0.6-0.9 0.7£0.1 0.1-0.6 0.5+0.1 0.3-0.9 0.6+0.2
HLL 33.5-56.7 52.0+7.1 30.4-51.3 | 41.1£6.1 40.0-57.3 48.2+6.4
TL 16.2-18.1 17.0+0.7 9.9-16.0 12.7+1.8 12.1-17.6 14.9+2.0
FL 23.4-24.9 23.9+0.6 13.0-21.7 | 18.0+2.6 16.9-25.3 21.0£3.0
IMTL 1.3-2.0 1.740.2 0.8-1.8 1.3+0.3 1.1-2.1 1.6+0.3
1TOEL 4.0-5.2 4.7+0.4 1.9-4.5 3.1£0.8 2.8-5.6 4.0+0.8
47DD 0.7-1.1 0.8+0.1 0.4-0.7 0.5+0.1 0.4-5.6 0.9+14
D 2.9-4.5 3.5+0.5 2.2-3.3 2.8+0.4 2.5-4.2 3.4+0.5
OMTL 1.86-2.27 2.03+0.14 1.0-1.7 1.3+0.3 1.2-2.0 1.6+0.3
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Catalogue Limnonectes bannaensis
numver

Min-Max Mean+SD Min-Max Mean+SD
SEX Male (N=3) Female (N=10)
SVL 62.1-102.6 85.7+21.1 48.3-95.4 77.9+17.9
HL 28.0-48.7 40.6+11.1 18.7-43.4 33.4%7.9
SL 9.0-14.4 12.5+3.1 7.0-13.2 10.9+2.4
EL 9.3-11.8 10.5+1.3 6.4-12.7 9.7+1.9
N-EL 4.9-7.4 6.5+1.4 3.6-7.7 5.9+1.3
HW 24.2-47.3 36.4+£11.6 16.0-43.3 32.4+9.6
IND 6.1-7.8 6.8+0.9 5.2-10.8 7.8+1.9
10D 5.9-10.0 8.5+2.2 4.5-10.4 7.2+1.8
UEW 4.0-5.3 4.8+0.7 3.2-6.4 4.9+1.0
FLL 31.8-49.1 41.6+8.9 28.9-48.4 41.5+7.3
LAL 24.1-39.5 52.5+7.8 21.5-36.9 31.0+5.6
HAL 15.2-25.3 21.145.3 12.2-22.3 18.9+3.6
1FL 7.5-10.9 9.3+1.7 7.9-11.7 9.841.1
IPTL 3.0-5.1 4.441.2 3.6-5.5 4.4+0.6
OPTL 3.3-4.0 3.7+0.4 2.5-5.4 3.8+0.9
3FDD 1.0-1.9 1.6+0.5 0.9-1.8 1.4+0.3
HLL 96.3-136.9 119.7421.0 79.0-136.3 116.2420.4
TL 30.1-41.7 34.8+6.1 24.2-42.7 35.246.2
FL 38.8-55.5 49.849.5 32.4-57.0 48.8+8.5
IMTL 5.2-7.6 6.7+1.3 2.5-7.3 5.5+1.6
1TOEL 8.7-13.2 11.4+2.4 8.5-13.3 11.0£1.7
4TDD 1.8-3.0 2.3+0.6 1.1-2.5 1.8+0.5
™ 5.9-17.5 13.0+6.3 5.4-15.2 8.5+3.4
OMTL 3.8-5.1 4.6+0.7 2.1-5.2 3.9+1.0
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Catalogue numver Limnonectes taylori

Min-Max Mean£SD | Min-Max Mean£SD
SEX Male (N=4) Female (N=6)
SVL 64.6-77.1 71.2£5.4 75.4-87.1 82.945.0
HL 29.5-35.2 32.3+2.3 29.2-41.6 37.314.6
SL 8.8-11.6 10.2+1.2 8.9-13.8 11.5+1.7
EL 8.9-10.1 9.7+0.6 9.6-11.6 10.3+0.8
N-EL 5.6-7.6 6.7+0.9 5.1-8.3 7.1+1.2
HW 27.9-33.1 30.3+2.4 33.5-41.4 37.61£2.8
IND 6.0-9.0 7.3£1.3 7.6-10.0 8.6+0.9
[]D) 4.6-8.3 6.5+1.7 6.8-10.6 8.2+1.3
UEW 5.0-5.4 5.240.2 3.9-75 5.6+1.2
FLL 36.8-41.9 39.1£2.3 39.6-47.6 44.3+3 .4
LAL 25.0-30.6 27.9+2.3 29.2-36.1 32.9+2.7
HAL 17.2-19.1 18.1+£0.9 17.6-22.6 20.0+1.8
1FL 7.5-10.2 8.6+1.2 8.6-11.0 9.5+0.9
IPTL 2.6-5.4 3.9+1.2 4.0-4.9 4.4+0.3
OPTL 3.2-4.1 3.7£0.4 3.7-5.3 4.1+£0.6
3FDD 1.3-1.5 1.4£0.1 1.2-1.9 1.6+0.3
HLL 90.0-122.3 108.6+13.8 | 112.6-134.0 121.249.2
TL 27.7-37.7 33.5+4.3 35.1-41.7 37.7+3.0
FL 37.6-50.1 44.6+5.4 43.7-55.6 50.5+4.1
IMTL 5.1-5.6 5.3+0.2 4.8-6.9 5.9+0.8
1TOEL 8.7-11.2 10.4+1.2 9.7-11.7 10.4+0.8
4T7DD 1.4-2.3 1.7+0.4 1.3-2.2 1.9+0.3
D 5.3-10.7 7.242.4 6.1-12.0 8.3+2.8
OMTL 3.3-5.3 4.1+£0.9 4.2-5.1 4.6+0.4
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Catalogue . .
Qua3|paa VErrucospinosa

numver

Min-Max Mean£SD Min-Max Mean£SD
SEX Mmale (N=4) Male (N=6)
SVL 97.8-116.4 108.9+8.1 83.4-115.4 103.0+12.7
HL 34.8-41.9 38.2+3.0 28.8-40.4 36.514.2
SL 17.2-18.0 17.6+0.3 13.1-18.1 16.8+1.9
EL 11.5-12.9 12.2+0.6 8.8-15.5 12.8+2.3
N-EL 7.5-8.0 7.8+0.2 7.4-12.1 8.6+1.8
HW 41.9-52.5 47.4+4.3 35.6-48.4 44.3+4.8
IND 9.3-11.1 10.3+£0.7 8.2-12.1 10.1£1.3
10D 6.8-8.9 8.0£0.9 6.5-10.4 7.9+1.3
UEW 8.4-9.5 9.0+0.5 6.4-13.4 9.8+2.5
FLL 57.7-76.2 66.1£7.9 45.0-66.4 60.8+8.0
LAL 44.9-54.4 50.6+4.0 35.3-52.3 45.5+5.7
HAL 26.1-30.7 28.8+2.1 21.8-30.7 26.6+3.4
1FL 15.1-17.7 16.3£1.1 12.7-16.9 14.4+1.6
IPTL 7.2-8.9 7.9+0.8 5.3-8.5 7.2+1.2
OPTL 6.4-7.8 7.0+£0.6 5.3-7.4 6.6+1.0
3FDD 2.5-3.2 2.8+0.3 2.8-3.3 3.0+0.2
HLL 112.9-221.8 | 180. £947.7 | 113.5-204.6 173. 2£33.0
TL 59.3-69.5 65.2+4.4 46.2-65.4 56.3+7.2
FL 52.0-60.8 56.8+3.6 41.1-54.9 51.0+5.1
IMTL 10.4-11.0 10.7+£0.3 7.9-11.6 9.7+1.5
1TOEL 13.4-15.1 14.2+0.7 14.6-20.2 18.4+2.1
4TDD 2.7-3.3 3.0+0.3 2.3-3.8 3.1+0.5
D 9.6-11.1 10.2+0.6 4.8-5.7 5.2+0.4
OMTL 4.3-5.8 5.3+0.7 3.6-5.6 4.840.9
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ANYRLN WUV IBITIRTARURELIRUNTIA1SITNLRAIN
Lao sucker frog: Amolops Cremnobatusi Kottelat, 1998)
dnuoy fusnadndelmnans dagiladadeaun SVL 20.0-32.1 un. Tusn
Fedaufindt SVL 33.6-60.9 u. d1A09981389819 SN AYNEU LATLANANS

1 (% v !

upgNEAeN H9du WaTUNLNI19NIN 28URTINaNIRsHaiaBIuar ATl TaE LR
PN o o R A=~ WP S ¥ & Ao & o oo«

Aolafiuanaeiu Samnfunufaniinewsindn uazfnsladinlunun daey i
Snu A unAILazATNE9 AaAToNIan o RUIAIauNNIADY (AN 4)
FRYRUATHNAIGNYINATEINHILATHUAURAIAN ] WIWBININRAT AR BTG
119 uwassanawiu@en Amolops Crenohatus fpandssiuseansTnaatuansnsiuuay
Wrend masa wnAviisziuangemiaszauiangia 200-1,352 wms (Inger and

Kottelat, 1998)

a4 Amolops Cremnobatus

finn: aasizannlag Usgyan nfanzimm



64

Northern Cascade Frog: Amolops marmaeaths1855)
AUATEANATNS TUNUIUIANATY ATTNEIITINAITINWIIT FIRUNY 282N
' ! ¥ ™ s Y ! & A o o o A
FENINATLALNINAIINAIIURDNALENWEY ATl WU IHIPLAN AR UAAT H99
ﬁ v Q9/ 1 1 1 - Id o A 1 A
?J%J’IEILﬁilwu’]mﬂﬂTmHNﬂﬁﬂ Uangilauwneaniduununaneuin ey feluiwoilsa aaufu

A o A

13 =3 iy o & ¥ ! g [ = =
ANIRARANGN AHYIIHY ‘1/‘1@\‘1Lﬁu@"lf—_lLLG]S»Jﬁ‘lﬂG]’]@?JNN’NUH‘WWVI@Q%L?IEQ@N NI B

Aduamn dhuduaesuanfeididenann fauasddesamdefidunda 9 A
a1 warusmdsinnanadnazidannszanaia Sufuladaiaw Amolops marmoratus
(nw 5) iunuseiugrisinubuaids Faasilnun nugeiivsau nuipnfiven
AU uazd o Ansanane fawedadn snUateandegnu SVL 42.7 ua. daanng
fnanag inneuiulnasiafuaniissiuanugeainmimimea 101 iwmns aglanauiiv
M9ansind naszanos 50 infwes Wagnindniiaznszlanaslulniludions was
navagmmnataeslU i Waduil 20 waunian w.a. 2562 wudnasiintunnewiu
wuntngy naudeluing mada uazeanunduaguuanly Wlngs 15-2 wes Tugag

' [
a = o

o v & o 1 o o 1 1 A v
ﬂﬂ']\‘i@‘l&@$fl@‘1/\l‘1_l muﬂmwm%umw%@um@gmmm\‘iﬁﬁwuﬁﬁmmmfﬁq LG]‘LITWLI‘Hﬂﬂ‘H

9

s ! 1

Augrannauangy Wuseiugiiduinnaouansdn b AMolops (elyth, 1855)

9

aw 5 Amolops marmoratus

#inn: ‘E‘I”]EIﬂ"IWTﬂT—.I LL’N\??JT@ NDUNIR
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Chaloronate Huia Frog, Assam Rock Frog Odorrana chloronete:r, 1876)
nursswRdaITunUIwIAnatsisInalu AaEenaennaaen mej: SVL
68.2-70.0 AaAimg ey SVL 84.1-113.0 AaANAS ;jﬁ%w,%ﬁqm:ﬂmqﬁm (AN
6) unnAinansiiZeatiuumg 3-4 90 favenafididenan nasdaduvEeding
rmdsfarsuouniaiiinia SuRuandasa Tudnuinifuniuwan (Gunther, 1876)
AN AR N E N Az WA Lmzﬂmzéaumqwmq WU AN EWANED

UNANN Sud1s15R0A ey Afneufinauiamysuinzseny uariinmausa

aaw 6 Odorrana chloronota

. . N _
finn: auasnnnlng wel. f9. SRTHIAR §953040R

v o a a o
ATRZLNYATATNATUNSIIWEINTTITNYTG HWT1INHTNENSLEN



66

Taylor's tree frog Kurixalus bisaCCﬂdLlltS, 1962)
‘mmmaLmzﬁmw%mmqﬂa:ﬁqLﬁummmmﬁﬂ mwquﬂﬁqﬁqﬁmwmy
SVL 31.4-33.1 HaANAT INeLfe SVL 30.3-43.0 HARINAT WILUN T28TN1NTZM1907
LALNAIENINILABNALENUDY unKrentisAnasndududis Smlogud
LI IR Tt RV MR LWﬂ@yﬁQWE’mLﬁmTGTHNU’m ﬂmﬂﬁyqLwia@ﬂl,ﬂul,wimmm"fmg

1 v <

feflieiaanies SWsinssraneaiuwNiazan Auiielafouifinaanenaiio ﬁﬂ;u
nrnunt 1 gu linids Susmiesundnfiduadudifuinomasiia ndum
WAV NA997 (Taylor, 1962) WALATENY AIFIATHURRNIANELY N Haneddngy
ANVRENLBNOMIEVEY SuauRsiannmien itk uwmas fansuandiden 21enwd
qadinanaens renumasddudanunsdiinuanstanade’ein adiaisan:

[A (AN 7)

aw 7 Kurixalus bisacculus

finn: aasizannlag Usgan nfaasimm
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Phongsaly treefrog RhaCODhOI’USSOI‘ﬂi';@ and Delorme, 2006)
UraiBeasiuasndatraidaaila Rhacophorus kio) iuunauuntiey manweng

1NN SVL 71.5-72.4 ARANAT HILUKNIN ANRWIIDDRAIDAUTT ADUATNLASDHN

an winyna e fnisdifentuanda Unaguuatsiafvassusesniduuswawin iy

LA
v A =

P '@ & ! 2 2 ° o A = a °
WGN@LL@?JG]MNWGNWTNLGINWJ’]N?—.I’VJ%Q@EI’NU’]@L?.IEQYFIHW'T WGN@@L‘M@@GU‘J’LQWTV’M@W]

1 v 1
S o A

HWIHARINABITLNINVBRUUIULAZT HUNUHITULT N UNAIUIUNAID AT IHBNY
° o v A = < v - A v 1 v
AFIATHUNATEIEA UeAIigARNFaNAN Fa19@ndes ateaaiesneun die
deunaduiudriauanmyusinnsnus afa uaviasuesnindsasefndeean
(N 8) AduddainsasnuasiUmady woluusnafignansitiuiinuasnsss
A9UEN9 M3DAULT AN1999HNGNNENANGEANG AN UNARlNgINT 4 1ums Tul

VAN DINANEUTARTEILASNWA (Ohler and Delorme, 2006)

a8 Rhacophdias

finn: aasizannlag Usgan nfaasimm
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Large Warted Tree frog Theloderma goml:@lai, 1962)

Uramzrutuey (theloderma gordoni) ifuunpauianans Aansnaainiadan
SVL 49.9 -53.5 A @ 1uAT 2@ U HL 20.6-21.6 4. AIINNTT19 HW 21.0-22.1 1,
FLHINNTENINAT (6.5-6.9 NH.) NINNINAINNLIUABNAT WK IUIATNg &
nann@uiudnda fauuusna 1L 3.4-7.0 w. Yanefiaunesniduunsauaiig 3FDD
2.2-2.5 uy. foluiiorln Aulisflnlsznnndmiisansnananaiia fuuudadun
Tu T uanunan Tadaduiodduaeneny Aufalunnsysawnaing dnunzaans
i ddapuunieay vdedinanam wlewden (i flasusniiianay
Unddnfimpauviaedadn duneditanan andatewieiiinany andin audess

v3namaennsaniudunssgniuuianuedagiinusuaasfionfiszeiniean nosd

v 1 v {
o/

WBEULATHAIARIYARIETWNUNTINAGNAT ANFIIN ATNAETATININTZITENUIUUN

(n 9) wuTwnAusydiunans WisUnAuenssdugs (Taylor, 1962) anumznog

BIAEUIITUANANIINUIRRTNEHABU

aw 9 Theloderma gordoni

finn: aasnnnlag wel. f9. SRTHIAR §953040R

s (% a a (%
ATRSLNYATATRATLNSNTIWEINTTITNETG HW1INHTINYNSLEN
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Taylor's Stream Frog LImMnonectes tami@kii et al. 2010)
ﬂuviyfmmﬂmmﬁﬂLﬂuﬂmm@ﬂmqmﬂmmaﬁmj mejﬁ ANNHENI9NNRAR N
SVL 64.6-77.1 finfnins wAilefiaansenaanniiadeni SVL 75.4-87.1 fndinms ag iy
ﬂ@:uﬂuﬁqamﬂﬂmmeyﬁ’fﬂ@mf;qméfm%mu HW 27.9-33.1 1. 5812R 5291907
EL 8.9-10.1 HH. NE 7 fuAHnIaAenen Lwiuvﬁsiﬂmﬂg fvslayiinduannuieen
folnaonan Soluidweln aaufudefimgnaainenain UanefiaBen fadeft 1 uay 2
g1 dauazrmasinunazateiall ndsiinena Mitmnauss wisimiawn
fanauananang 7 (Matsui et al. 2010) 52 NANTLAUARN BfanenaRinana Mo
1909nNAeY AR AT B AENATINNY09I9195 INTaNsuALETL LY (Nuptial pad)

(aw 10) Tafiousn ensannnumasennlanssiiguasunsasnuesnumiiaguineiin

N1 AU NsauazanFanavasnuase)H e

nw 10 Limnonectes taylori

AN 09N NIAY LAND (A ABUNIA
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Dwarf Bush frog Raorchestes parvalidsger, 1893)
rauasrdndulinauiaan aanueneeiniafiegnu SVL 17.2-18.5 Aafi1NAs
WaaH (HL 6.3-6.9 RARINAT T58¥NWNTTNIWAININNIIAMHNANURINAT UHwy I
191ng) EL 2.1-2.6 RafLumT Uanedquneaniduunuauia ey 3FDD 0.7-0.9 Rafiung
A 'Ae A A Ay & Y o o ¥ = S a ¥ ¥ i
Holudwedln Auflioradnues d1sianuundng vasdiiana Sanuiau 2 1w lasesn
anfuuinneeazinnilqadd durvdinanaseu nasaauenelallsanaqadenn
RS geeneResTIn s (W 1) eadenzagaE luresss n v Auuas uay

YAy

aw 11 Raorchestes parvulus

AN 08N NIAY LA (A AAUNIA
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Chloronate HUiarog: Huia melasgi@rt and Chan-ard, 2005)
dnnuefleanilaluass Ranidae nummizinluniansiunnuazniamiareslseme
Tnouaznuludmdaniganys Uszarudadus uan@ecin anwoilnesanaesnuriiag

[

HANEMULIEYIRIUINNAN INAREAINENT SVL 50-55 HARINAT INALEEEUIA SVL 69

a a

v 1 o 1 o AQ/ 6': 1
N@@Lﬂﬁlﬁﬁiiﬂ&mﬂﬁ@?{jﬂuﬂ@ﬂ WNIRUANANNUBE WNYALTH fafnisrangldy wailans
A

1 Ps v v o 1 YA Ps [} Y o
mmmﬁmmumﬂﬂﬂmmﬁﬂ AU HNIRABgINHIN LLﬂtﬁLLNH@Nﬂ@%ﬁﬂﬂ’]ﬁW]’] NI

LB UNAITNR @Y7 ATUINLAZRITE9TUNYaINIAEEY (Stuart and Chan—ard, 2005)

Dark-sided Frog Sylvirana nigrovitiata 1856)

nuasdn (Sylvirana nigrovittata) idsnuaninnans AR s AIxe1 SVL 54.5-
78.6 faRwAT INAAEINIA YN Ae SVL 66.4+17.2 ARANAT NWIE1T THLANS
sy inafesiuagmnedsnn inedgeasnedeslnamuiniansng wnuy
Adndaauanane 1 fum Uaneiades Seluiveiln aausniisdadauduninen
fla nastinmauawdofinniaaenng Sdusinuatsaynriuniannludmniens
Amang vinguillaundsuun Suaudennaynniasiuazisuyend idanadaumd
fuvdeneanduafiatagadsn amdsfianennfiniay nesiin Avuazenizniesn

WD EANH LB T IS BUBIUATNTNAN WAL A5 ML (Blyth, 1856)

Doi Phu Kha newt TYlototritphukhaensischote et al., 2020)

Tylototriton phukhaensis uifwasziafian angrenuumssfinasnan Samdauin
Uszinetne ldagnilsinuasdadeansinfiensuneseing annuentenuaielings
U SVL 189diay Ap 64.3 nul. uazdaiflafunam 68.9 uaz 70.2 Nu. ARIHENIEIWA HL
25.0 u. dWEUAIRLAZANTlY 25,1 N8, UAZ 24.8 N AMINENITENTBITHNHINND
AHENIIARBILAZ AN ARG ZUALINANAHANYENA sifigLisaans
nnmass Tylototriton phukhaensis d5aynag tnadudansayn salulusiainn uaz
ABUBNILEEN ANNENNTYNHEENINASINTNYDIAINHNENIAINTTINTAN TLUEMNITEMIN
AN LAY IHNIINAUAS VT899 HEMITEMINANATURLIBNIIBIAIHAIN FanAT
U3 ATENINILABNATNAWNIIAIINEnaesasiaes Tylototriton phukhaensis fsasvi
wi tuflsneiusnin ddunszgnammmdsammdsiagassindaaunsuazdwannan

FeBumumHonuaziugaiaUananmmuees Parotoid TeEupaNHIIWMLZIHATHNAS
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funnanillaslagenizasenanswesUansn unas Anianunasmesindefldunszgn
LunAasEuT B anan a3 19UNTs V Sadaunaiudunienesiilanamn uazmien
v v P

LN ATHANBIRIR L

al., 2020)

a ° A& & 'A o
PAINCLAEAITUHIUNTIN HINAILAN 6‘] ﬂix@’]ﬁﬂ%‘l’]@’]ﬁﬂ (Pomchote et

Rugosed Frog Hoplobatrachus rugulesisisieo?).

Anmour Faundaigy AuenaenUatetinfiani SVL 80-100 Radiums a6

(% 1 1 (% 1
o o o/

219 anle RansisdndanumasiinnenaBeesainuaanaue et 8-10 wan upiia
AFIPNENEY A9DEWUEIRIIeNANNE AN (UTIIE LN BILARIE D UNIYLAIRS

v Vv 1

TUA A UIINUIATUARIR K IFIADNLT HINT DUIRIANA DI AT ATHTNAIFAI919NT

d| v o A 4 v 1 = v v v - - ~ °
Ainmmasiiinfiannszanesguunas anmesdea Tnavdmn wazflqansedadsn

° A

N92978 ANYBUNARTUNANANTHQaLAes 1 AdALaN (External vocal sacs) 2MMHIUAT AN

99

o A v 1 0 v v ¥ o7 = o A o
WA NALNNIAZINUA NEALEY eaiasau AR aRdEsedaTuuaeg
PIMHIUAZITNAIADNT AN LT WU MAIUNUA DS [Un19arumun vafiueg Ty

AN ATUIANIABIAT TFUAUN R LN HITTIT291971959 TFUNAIT LNIITLT N0l 3

2B9AINY1IHY FuUangesilannilaGes (Dubois, 1992).



} 4 1 4 v . o o [
ﬂmwﬁuﬁmﬁwuﬂmmLﬁummn’ﬁuuﬂTqumuLmamﬁmfaﬂgm FINIARIH

NG A:

B:

73

AN 12 anninuiiladidnsaslag
" ) 3 o o To ! 1 -
Unfinande o wurin U lmensneningdnali grenwwsfineagan
UnAudEadousiuesiiu uasifrmnadnfidiulausleedn duiieg

ANFUARATY RINTU AR AN N LANLN

. wiasiniimeyuaziaisigdaduananduuasngs Amolops sp. Odorrana

sp. Sylvirana sp. uaz Megophys sp.

: thAvguungundadutinfiegendeaesengs Chirixalus sp. Gracixalus sp.

waz Raorchestes sp.
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NSANYIATITHRNAREN WA RENTTH
[ %3 dg; d' (% ! v A & dy d‘ o a H
NN AL aLEa289RIBY19 INNISEN AR O UIE2BNHDLE D2 9a R TINEN
AZTINUNGT4I 16 e 1% Phenol chloroform extraction \WHBAIIINBUADININDY
Aduefiannlnnqeds 1% Agarose gel electrophoresis W21 ALEWLeT AT 2WATveYy
~ Ao g ‘[ a T = s Y T a & A o T YA
Fuaundaaen waznuni1surideueeslUsfinuasansidneianuas LaeKenana aan

A28l (AW 13)

AUIARLAILED

. 0 11 12 13 14 15 16
(ALUR)

".M"”k"”“.‘--u ot B p e

500-550 bp —»

=

AN 13 N1TATITEDUAUNINNAHAR PCR AIVFFNTAQEAT 1% Agarose gel

q

electrophoresis 2A9AMBYNARINLTUUNFLAULN F14IU 16 AIDYN

(Lane 1-16) uAzAEWBNIATIIN (Lane M)

= a & £l a &
Tﬂ?_l M Af (51L@uLﬂN’W]‘iﬂ’]uVWﬁ"m?lu"lWﬂﬂﬂ(51LﬂuL’ﬂ

1-16 AD AMIEUL A ANUNAIRUEA 9

& o a a«& A o ¥ N g T &
AN An e (rnsaeEaULFHIn uaznisUudeneesanadule
AgAsnisuenn N laelyiaa (Gel electrophoresis) anniulmindisuiefiadalnan

Yy 4

a8 pve9dmIELANINELANLA 913491 30 28819 [UIRNUSHIIUS s uANed
165 rRNA magimafla PCR Wuan [anan&m PCR (PCR product) fzwiatazanns 500 Aiua
(bp) waztBHIWILANNMTYINFLEWE MUEgNS (DNA purification) Wuan InnanAniifawin

1 o ! 1 . 1. Vv ~ Aﬁf
WINTW AB UaeHiod 500-550 AUUE BINaRARTIATANaEe19 WRvLEgNE
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A1NNSANYIAHARIEARITN TagsienddunIeAugnIand [ausoisiaung

8w 165 rRNA TUvinnnsiBauifieuivesyalugiueeya GenBank tegndunin Species

identification (%) ﬂ%llizviﬂiw 95-100%

¥ o o A < o
A1519 21 N9IEEUTIRUAIINARIY ARIIEIETFLRIAR 1D VIA2898l 16S rRNA 28947

ATWNELANUNE WK 30 Aaeeng Asausannangne s finesgan

FINTAUIU UNFIUIBYA GenBank

Species Species identification Species
Voucher Number GenBank (%) identification
(%)
AUP00402 Amolops cremnobatus Sylvirana nigrovitt 98.50%
KIZ042674 Odorrana chloronota QOdorrana sp. 99.64%
AUPO1479 Leptobrachella minima Leptobrachella minima 99.80%
KIZ042657 L. minima Leptobrachella minima 96.20%
AUP00381 L. eos Leptobrachella eos 99.19%
AUP00395 L. minima Leptobrachella minima 95.31%
AUP00398 L. minima Xenophrys cf. maosonensis 99.64%
AUP01928 Kurixalus verrucosus Kurixalus verrucosus 98.54%
AUP00390 Leptobrachium huashen Leptobrachium chapaense 97.77%
AUP00391 L.huashen Leptobrachium chapaense 97.77%
AUP01993 Ophryohryne pachyproctus | Megophrys sp. 95.48%
AUP00496 Odorrana chloronota Odorrana tiannanensis 98.90%
AUP00499 0. chloronota QOdorrana sp. 99.62%
AUP01608 0. chloronota Odorrana tiannanensis 99.10%
AUPO1473 Megophrys major Leptobrachella minima 95.39%
AUPO1475 M. egophrys major Xenophrys cf. maosonensis 99.27%
KIZ042677 Rhacaphorus kio Rhacophorus sp. 99.63%
KIZ042679 Chiromantis marginis Rhacophorus rhodopus 100.00%
AUP01609 Quasipaa verrucospinosa Quasipaa verrucospinosa 98.88%
AUPO1470 Xenophrys Parva Xenophrys cf. daweimontis 98.13%



https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=127021
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1961073
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2267443
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=448113
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=448113
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1961073
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Species Species identification Species
Voucher Number GenBank (%) identification
(%)
AUPO1458 Raorchestes longnanensis Raorchestes hillisi 97.93%
AUPO1460 R. longnanensis Raorchestes hillisi 98.09%
AUP00493 Limnonectes bannaensis Limnonectes f. kuhlii 95.03%
AUP00543 Polypedates megacephalus | Polypedates megacephalus 99.27%
AUPO1478 Microhyla butleri Microhyla butleri 99.10%
AUPO1615 Theloderma gordoni Theloderma gordoni 99.60%
AUPO1985 Gracixalus yunnanensis Gracixalus jinxiuensis 99.26%
AUPO1986 G. yunnanensis Gracixalus jinxiuensis 99.26%
AUP00524 Ophryohryne pachyproctus | Megophrys sp. 93.48%
AUP00385 Kurixalus bisacculus Tylototriton yangi 97.49%

N1SILATITH mwﬁuﬁ’uﬁmaﬁuqﬂﬁu

w@mﬂmﬁﬁﬂmmwﬁuﬁuﬁm@ﬁ’uqﬂﬁmmﬁmN:Lﬁuﬁmuﬁum“fummqwmu

WASTR ABEN AT TIRTANIN UAZNITIATITANHTNAUEN WA NG NITH FanTUTaY A1

1M8YA GenBank WUA1 AMm1TauLNeaniiu 3 naunanT Usznaunay nauil A nqu B

LATNAN C AMHATRY (NN 14) Tangudl A Usznaunagdaaiiwinaziinuntuasn

(Rhacophoridae) WAz a3AnLW (Ranidae) Tnetunquiifieiai lamnuuazunanlany 2 in
Taun Gracixalus yunnanensis ua=Gracixalus quangi (nw 15) aaunqa B Usznaunasdnd

9.{ a s . . Ls . v |}
NN uu’]ﬂﬁL‘ﬂuUﬂT‘HfNﬂﬂU—Lﬁﬂﬂ (Dicroglossidae) 349 ANAN (Bufonidae) URZINAD

(Microhylidae) alunauiisiafinfilammuazinanlang 2 ¥ia Taun Quasipaa verrucospinosa

wazLimnonectes hannaensis (aw 16) ﬂ’QI?H CusznauRedmIaz e ivun husrasna s

(Megophryidae) RN AR IUHIADS (Salamandridae) (NN 17)



https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Info&id=68449&lvl=3&lin=f&keep=1&srchmode=1&unlock

0.05

{ L

{

7

nq’u A

nzg'u C

o/ o/ 4 o/ o/ < =Y gj =Y
AN 14 LERS ﬂfl"INNNW%ﬁWW@WHﬁ;ﬂiﬁNT@H‘mNﬂ@@ﬂ’]iﬁﬂHﬁNWQNZLWHHqﬂzLVIHUﬂT‘H

ATVNENUIMNEIRABYY AT FINIANIY FINAUFHYBYA GenBank
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100 , KRB27841 Kurixalus bisaccuilis

5 100 KR827840 Kurixalis bisacculiis
ﬂ@q“ A AUPO1928 Kurixalus verricostis
AUPO0543 Polypedates megacephalus
KR827990 Polypedates braveri
99" KR827989 Polypedates braueri
KIZ042677 Rhacophorus kio
KIZ042679 Chiromantis marginis
010 'E KR828078 Rhacophortis rhodopis
78'= KR828045 Rhacophorus kio
EF564518 Chirixalus dorice
86 | AUPO1458 Raorchestes longnanensis
-l AUPO1460 Raorchestes longnanensis
KRB828036 Raorchestes parviilis
MK234883 Gracixalus yunnanensis
MK234882 Gracixalus yinnanensis
AUP01985 Gracixalus yunnanensis

89" AUP01986 Gracixalus yunnanensis

l' INB62541 Gracixalius quangi
IN862540 Gracixalus guangi

100 = AUPO1615 Theloderma gordoni
MF467910 Theloderma gordoni

— EF646374 Philautus albopunctatiis
4‘|100i KT461912 Theloderma albopunctatum
g0oY= EFB46375 Philautus albopunctatis

MGB06641 Sylvirana nigrovittata
MGB0B640 Syivirana nigrovittata
29 AUP00402 Amolops cremnobatuis

MG909601 Hutia melasma

AB211483 Amolops cremnobatiis
KF185047 Odorrana schmackeri
MK650102 Odorrana tianmuii

100 = AUP00496 Odorrana chloronota

99 AUP-01608 Odorrana chioronota

85, KIZ042674 Odorrana chloronota

83 AUP00499 Odorrana chioronota

100 KR827966 Odorrana chloronota
100 ' KR827965 Odorrana chloronota

I
100

17

81

60

35

il

AN 15 UAPIAHENTIWENIOANENITH IngsaNIBsnsAnE AR sz i azfinunt

WARNEHUNEIRADINAT TINTANIN FINTUZINYBYA GenBank THNAN A



94

79

a1 AUPO1808 Quasipaa verrucospinosa

DQ118482 Quasipaa verrucospinosa

KR828033 Quiasipaa verrucospinosa
ABB36618 Hoplobatrachus ruguilosus

100[- AB277302 Fejervarya limnocharis

AB277301 Fejervarya limnocharis

100| KR827881 Limnonectes bannaensis
KR827880 Limnonectes bannaensis

l KR827905 Limnonectes tayiori
100 ' KR827904 Limnonectes taylori

AUPQO0493 Limnonectes bannaensis

100 [ KR827892 Limnonectes gyldenstolpei
| KR827891 Limnonectes gyldenstolpei

KR827896 Limnonectes limborgi
_‘—_M6935882 Limnonectes limborgi
KR827954 Nanorana aenea
100 [ KR827953 Micryletta inornata

73 L kre27952 Micryletta inornata
— KRr827833 Kaloula puichra
100 L= KR827832 Kaloula pulchra
100 | KR827944 Microhyla heymonsi
82

99 I KR827943 Microhyla heymonsi

L ABB43609 Microhyla mukhlesuri

a1 AUPO1478 Microhyla buitleri
KR827916 Microhyla butleri
KR827915 Microhyla butleri

[ KR827910 Microhyla berdmorei
KR827909 Microhyla berdmorei
KR827950 Microhyla pulchra
100 I KR827949 Microhyla puichra

KI697684 Duttaphrynis melanostictu

65

66

100!_

MGO35763 Duttaphrynus melanostictis
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56 KR827873 Leptobrachella minima
87| KR827872 Leptobrachella minima
100 AUPO1479 Leptobrachella minima

KiZ042657 Leptobrachella minima

100 g2 AUP00395 Leptobrachella minima

AUPO1473 Megophrys major

AUP00381 Leptobrachella eos

96 [T KRB27858 Leptobrachium smithi

! KR827857 Leptobrachium smithi

96 KX066881 Leptobrachium huashen

99 KX811931 Leptobrachium huashen

72 AUPO0D390 Leptobrachium huashen
99 | Aup00391 Leptobrachium huashen

AUPQO0385 Kurixalis bisaccuiltis
KY800620 Tylototriton shanjing

KYBOOB26 Tylototriton shanjing
KYB800624 Tylototriton yangi

38

I— KYB00599 Tylototriton psevdoverrucosis
AUPO1893 Ophryohryne pachyproctis
l AUPQ0524 Ophryohryne pachyproctus

KX811909 Megaphrys pachyproctus

97 MH406835 Megaphrys parva

99

99 MH406738 Megophrys parva
AUPO1470 Xanophrys parva
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AndasnesuaTunstaTesiuawnaasas Chirixalus doriae
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amsndnusse tunsledmiuaniaes Polypedates megacephalus
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Amolop Chirixalus | Gracixalus | Microhyla | Polypedates
Cataloguenumber . . : .

marmoratus | doriae Gaungi butleri braueri

M =1 M =1 M=1 FM =1 FM =1
SVL 42.77 25.0 25.9 24.0 69.4
HL 16.3 9.8 10.8 7.6 23.1
SL 7.1 3.6 4.2 2.6 10.1
EL 6.4 4.5 4.7 2.9 8.3
N-EL 4.0 2.2 2.5 1.5 5.7
HW 18.% 7.8 9.1 8.1 21.8
IND 3.9 2.6 1.9 1.8 54
IOD 5.1 3.3 2.7 1.6 7.7
UEW 3.5 1.9 2.5 1.3 4.5
FLL 30.1 14.5 16.1 12.4 441
LAL 21.7 10.6 13.1 9.7 33.8
HAL 13.6 6.1 9.5 5.6 21.5
1FL 7.4 2.8 4.3 1.8 12.3
IPTL 3.2 1.3 .3 1.0 3.7
OPTL 1.8 1.6 1.9 0.8 3.0
3FDD 1.1 0.9 1.5 0.4 3.0
HLL 85.1 38.2 44.3 40.1 111.3
TL 27.3 12.5 14.5 12.7 34.6
FL 36.2 15.3 17.3 17.5 46.7
IMTL 2.9 1.4 1.1 1.3 3.2
1TOEL 8.4 3.5 3.8 3.2 11.6
4TDD 1.3 0.8 1.1 0.5 2.5
D 4.7 2.4 0.8 2.1 5.8
OMTL 2.2 1.5 2.0 1.5 3.5
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cremnobatus

% O

5 . /8|8 |9 |Sf S |8 |8 |35 |53

SEX Female (N=9) Min- Max Mean+ SD
SVL 38.4 | 33.6 | 340 |374 | 36.6 |40.8 | 412 |60.9 | 39.2 | 33.6-60.9 40.2+8.2
HL 135 | 120 | 127 | 128 [ 132 [139 [ 137 | 23.3 15.9 | 12.0-23.3 14.6£3.4
SL 5.6 5.5 4.8 4.9 5.3 5.9 5.6 9.5 6.6 | 4.8-95 6.0+14
EL 5.8 4.6 5.4 5.4 5.3 5.3 6.4 8.9 6.7 | 4.6-8.9 6.0+1.3
N-EL 3.1 2.9 3.0 3.3 3.0 3.2 3.6 4.7 3.6 2.9-47 3.4+0.6
HW 126 | 104 | 9.5 11.3 11.8 11.6 11.7 21.3 12.5 | 9.5-21.3 12.5+3.4
IND 4.0 3.9 4.3 4.2 4.1 4.9 4.7 7.5 43 | 3.9-75 4.7+1.1
10D 3.9 4.1 3.9 3.5 4.1 4.0 3.6 6.3 4.0 3.5-6.3 4.2+0.8
UEW 2.3 1.9 2.8 2.1 1.8 2.1 2.5 4.7 3.2 1.8-4.7 2.620.9
FLL 273 | 229 | 213 | 215 |27 | 26.6 | 26.8 | 41.2 26.6 | 21.3-41.2 26.7+5.9
LAL 17.9 169 [16.0 [15.8 |16.7 |19.7 | 20.2 | 29.6 19.2 | 15.8-29.6 19.1+4.2
HAL 11.0 9.8 9.9 10.6 [ 105 [ 126 |[125 | 19.6 10.5 | 9.8-19.6 11.9+3.1
1FL 3.3 3.2 4.8 4.1 5.1 5.6 6.2 10.0 6.0 | 3.2-10.0 5.412.0
IPTL 1.7 2.9 24 1.6 2.3 2.6 2.4 4.0 1.9 1.6-4.0 2.4+0.7
OPTL 2.2 2.3 1.6 2.0 1.8 2.1 1.6 5)%] 2.1 1.6-3.3 2.1£0.5
3FDD 2.9 25 2.8 2.3 2.7 2.8 3.2 3.7 1.8 1.8-3.7 2.7+¢0.5
HLL 64.4 | B59.6 | 599 |63.3 | 621 |74 |723 | 118.3 | 74.2 | ©9.6-118.3 71.7£18.3
TL 211 195 (186 | 206 |202 |229 |237 |385 |24.0 | 18.6-38.5 23.2+6.0
FL 266 | 246 | 246 | 253 | 239 |30.0 | 288 | 473 29.9 | 23.9-47.3 29.0+£7.2
IMTL 2.2 1.9 2.0 2.2 2.2 24 2.2 4.1 2.8 1.9-4.1 2.4+0.7
1TOEL | 4.0 4.2 5.5 6.3 6.0 |71 741 109 | 7.7 | 4.0-10.9 6.5+2.1
4TDD 1.6 1.2 1.4 1.6 1.2 1.7 1.6 2.3 1.1 1.1-2.3 1.5+0.4
D 3.2 3.7 3.1 3.1 3.2 3.2 3.4 5.0 2.9 2.9-5.0 3.410.6
OMTL 2.4 2.1 2.2 1.7 2.1 2.2 1.9 4.1 2.1 1.7-4.1 2.3+£0.7
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SEX Male (N=4) Min- Max Mean+ SD
SVL 294 29.7 32.1 29.0 29.0-32.1 30.0+1.4
HL 10.7 10.2 10.3 10.6 10.2-10.7 10.4+0.2
SL 3.8 4.0 4.6 4.5 3.8-4.6 4.2+0.4
EL 4.8 4.8 3.4 5.2 3.4-5.2 4.5+0.8
N-EL 2.4 2.6 2.5 2.6 2.4-2.6 2.5+0.1
HW 8.7 8.6 9.3 9.4 8.6-9.4 9.0+0.4
IND 3.2 3.8 3.5 3.8 3.2-3.8 3.6+0.3
|OD 3.0 3.1 3.0 2.8 2.8-3.1 3.0+0.1
UEW 1.9 2.1 2.3 2.0 1.9-2.3 2.1£0.2
FLL 19.0 18.9 20.3 18.3 18.3-20.3 19.1£0.8
LAL 13.7 13.8 14.3 14.3 13.7-14.3 14.0+0.3
HAL 7.5 9.0 8.4 9.0 7.5-9.0 8.5+0.7
1FL 3.5 4.2 4.3 4.8 3.5-4.8 4.2+0.5
IPTL 1.8 1.8 2.0 2.1 1.8-2.1 1.9+0.2
OPTL 1.9 1.7 1.6 1.9 1.6-1.9 1.8+0.1
3FDD 1.6 1.9 2.1 1.4 1.4-2.1 1.8+0.3
HLL 51.5 51.5 55.0 51.9 51.5-55.0 52.5+1.7
TL 17.4 17.5 18.2 17.6 17.4-18.2 17.7+0.4
FL 20.8 20.2 22.9 19.8 19.8-22.9 20.9+1.4
IMTL 1.6 1.7 1.9 1.9 1.6-1.9 1.8+0.2
1TOEL 5.0 .3 5.3 5.8 5.0-5.8 5.4+0.4
4TDD 1.1 1.1 1.3 1.2 1.1-1.3 1.2+0.1
D 3.1 2.4 3.0 2.2 2.2-3.1 2.7+0.4
OMTL 2.0 1.9 2.0 2.0 1.9-2.0 2.0+0.1
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Cataloguenumber | AUPO0495 | AUPO0O496

Min- Max MeanzSD
SEX Male (N = 2)
SVL 70.0 68.2 68.2-70.0 69.1£1.3
HL 23.5 22.8 22.8-23.5 23.1£0.5
SL 10.4 10.8 10.4-10.8 10.6+0.3
EL 9.0 8.1 8.1-9.0 8.5+0.6
N-EL 6.8 7.0 6.8-7.0 6.9+0.1
HW 22.3 21.7 21.7-22.3 22.0+0.4
IND 5.3 5.5 5.3-5.5 5.4+0.2
0D 6.0 5.8 5.8-6.0 5.9+0.1
UEW 6.0 6.0 6.0-6.0 6.0+£0.0
FLL 43.9 41.6 41.6-43.9 42.7+1.6
LAL 31.4 30.2 30.2-31.4 30.8+0.9
HAL 21.4 22.3 21.4-22.3 21.8+0.6
1FL 12.9 12.1 12.1-12.9 12.5+0.6
IPTL 2.0 2.0 2.0-2.0 2.0+0.0
OPTL 3.4 3.4 3.4-3.4 3.4+0.0
3FDD 1.8 1.7 1.7-1.8 1.7+0.1
HLL 136.5 133.2 133.2-136.5 134. 9+2.3
TL 47.0 451 45.1-47.0 46.141.3
FL 58.8 57.6 57.6-58.8 58.2+0.8
IMTL 3.6 4.1 3.6-4.1 3.8+0.4
1TOEL 10.5 10.0 10.0-10.5 10.2+0.4
47DD 1.5 1.7 1.5-1.7 1.6+0.1
D 5.2 5.0 5.0-5.2 5.12£0.2
OMTL 2.9 3.1 2.9-3.1 3.0+0.1
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L g ! o/ i r=% %’ r=% dl
ATANKIN Y ATITNNTTIAIRIANANIN (NH.) BINAINSLVIUUIRELVIUUN V199USIN

mﬂqumuuﬁemﬁm@ﬂgm FimTauulsanatnesaseiia Ordorrana chloronota

£

2 R Q pay © o = N
SEX Female (N = 8)
SVL 106.1 108.1 113.0 84.1 91.6 91.3 105.1 | 99.6
HL 34.8 33.4 36.3 27.3 29.6 30.0 32.9 31.6
SL 16.9 16.9 17.7 13.0 13.8 14.2 15.5 14.4
EL 12.2 11.6 12.7 9.9 8.5 9.5 1.5 12.0
N-EL 9.1 9.6 9.8 8.1 7.7 9.9 9.6 9.0
HW 36.4 33.2 36.2 27.7 30.8 31.7 32.7 32.2
IND 9.2 9.2 10.0 9.1 7.8 8.2 7.8 8.2
IOD 11.1 8.7 10.7 7.0 6.9 6.9 9.1 8.4
UEW 8.0 8.7 8.9 6.2 7.9 8.0 7.1 6.9
FLL 66.2 63.0 64.8 50.0 58.2 59.1 62.7 59.7
LAL 45.9 44.8 46.5 34.2 40.7 41.6 45.2 43.0
HAL 31.2 28.3 30.5 27.0 26.7 24.8 28.0 28.7
1FL 17.4 18.1 18.5 13.1 14.1 16.2 16.1 17.0
IPTL 2.4 3.0 3.1 2.3 2.6 2.7 2.7 2.2
OPTL 5.1 4.6 4.7 3.6 4.2 4.9 4.1 4.3
3FDD 2.5 2.7 2.1 3.0 2.7 2.9 2.2 2.8
HLL 199.6 198.2 211.3 166.8 179.1 172.1 190.9 |187.7
TL 66.9 66.1 72.4 57.3 59.4 57.3 63.7 63.6
FL 84.4 82.6 875 65.8 77.7 74.9 80.2 77.8
IMTL 5.0 5.6 4.5 4.6 5.2 4.8 4.8 5.0
1TOEL 14.1 13.7 15.8 11.9 13.0 12.7 13.6 13.0
4TDD 2.4 2.1 2.3 2.8 2.8 3.0 2.3 2.3
D 6.1 6.9 6.7 4.2 4.8 5.9 6.4 6.3
OMTL 3.9 4.0 4.9 5.0 3.3 4.4 4.9 4.8
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a/ g ! g i r=% %’ r=% dl
ATAKNKRIN £ ATTNNTITIAYRIANANIN (HN.) ABIFAINCLNRUINCLARUN NFIUTINITIN

qwmuuﬁqmﬁmfaﬂgm Fandauulsznatmanasaiia Ordorrana chloronota

Cataloguenumber é % é é a.; é

s | 2 | a |2 & a

2 lzl3l2] 2 |2
SEX Female (N =6) Min- Max Mean£SD
SVL 949 | 949 |96.5 |88.9 |110.5 93.7 84.1-113.0 98.4+8.8
HL 30.9 | 29.7 30.0 | 30.1 35.2 30.2 27.3-36.3 31.6+2.6
SL 143 [ 150 |13.8 |14.8 |174 14.4 13.0-17.7 15.2+1.5
EL 11.1 11.0 10.4 11.5 13.1 10.7 8.5-13.1 11.1£1.2
N-EL 7.8 8.1 8.1 9.0 10.1 8.9 7.7-10.1 8.9+0.8
HW 31.3 | 30.3 | 30.4 | 30.1 35.5 28.8 27.7-36.4 32.0+2.6
IND 8.5 8.1 9.0 9.2 9.2 8.5 7.8-10.0 8.7+0.6
0D 8.3 8.6 9.0 9.0 9.1 7.5 6.9-11.1 8.6+1.3
UEW 7.5 8.0 7.4 6.8 7.4 6.7 6.2-8.9 7.5+0.8
FLL 56.1 588 | 576 |605 |694 494 49.4-69.4 59.7+5.6
LAL 41.0 | 424 38.7 | 425 | 479 40.9 34.2-47.9 42.5+3.5
HAL 27.1 27.4 28.1 289 | 314 28.2 24.8-314 28.3+1.8
1FL 17.9 16.9 14.6 17.5 17.9 17.4 13.1-18.5 16.6+1.6
IPTL 2.3 2.7 2.6 2.2 2.7 2.9 2.2-3.1 2.6+0.3
OPTL 4.6 4.5 3.8 3.9 4.6 4.1 3.6-5.1 4.4+0.4
3FDD 3.2 2.2 2.4 2.2 2.7 2.6 2.1-3.2 2.6+0.3
HLL 175.7 | 172.5 | 180.9 | 187.5 | 203.2 172.3 166.8-211.3 185.5+13.6
TL 61.2 | 623 |60.8 |63.6 |67.6 59.2 57.3-72.4 63.0+4.3
FL 72.1 69.1 780 |78.6 | 86.8 71.8 65.8-87.5 77.7+6.5
IMTL 4.7 4.9 4.5 5.3 6.9 4.8 4.5-6.9 5.0+0.6
1TOEL 12.1 12.5 12.1 13.4 13.7 12.7 11.9-15.8 13.2+1.0
4TDD 2.7 2.8 2.0 2.3 2.1 1.9 1.9-3.0 2.4+0.3
D 5.8 6.1 6.0 6.3 6.4 6.0 4.2-6.9 6.0+0.7
OMTL 4.5 4.3 3.6 3.9 3.8 3.3 3.3-5.0 4.2+0.6
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a/ s ! ol i r=% %’ r=% dl
ATANKRIN § ATTNNITIAVRIANANIN (HH.) 2BINAINSLVIVUINSLIRUN N159USIN

MnanewweTfnesgan SavdaumlssnaineaasSylvirana nigrovijttata

Theloderma albopungiailimeloderma gordoni

Cataloguenumber | KIZ042674 KIZ042675 | AUPO1925 | AUPO1615 AUPO1926
SEX M (N =1) Fm (N =1) Fm (N =1) Fm (N = 2)
SVL 54.3 78.6 33.5 49.9 53.5
HL 22.0 29.9 12.6 20.6 21.6
SL 9.2 12.2 5.0 9.7 10.3
EL 7.6 9.5 4.5 6.9 6.5
N-EL 5.6 6.8 2.5 5.1 52
HW 17.5 27.3 14.2 21.0 221
IND 6.1 8.7 2.8 4.3 4.5
IOD 5.0 7.8 4.3 7.7 7.0
UEW 4.0 6.2 25 4.9 4.4
FLL 35.1 56.6 19.4 34.6 39.0
LAL 26.3 40.1 14.9 25.3 30.1
HAL 16.9 23.7 9.9 15.6 17.2
1FL 10.3 16.6 3.3 3.4 7.0
IPTL 1.5 2.9 1.2 1.8 2.3
OPTL 2.8 3.7 1.9 2.3 2.0
3FDD 1.5 3.0 1.1 25 2.2
HLL 103.3 158.8 49.5 76.1 85.7
TL 33.5 51.8 16.9 23.9 275
FL 43.4 67.2 212 32.6 37.2
IMTL 2.8 4.9 1.3 3.0 3.1
1TOEL 8.6 12.8 4.1 5.7 5.9
4TDD 1.0 1.9 1.0 1.9 1.9
D 4.3 5.8 3.5 3.8 5.0
OMTL 2.9 3.3 1.2 1.7 3.0
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a/ s ! ol i r=% %’ r=% dl
ATANKRIN § ATTNNITIAVRIANANIN (HH.) 2BINAINSLVIVUINSLAIRUN 159USTININ

gremuneRnetgan smdauulstmaingaesriia Gracixalus yunnaneasis

< T} D~ —
Cataloguenumber g g g ‘@*— AUPO1986

g g g g

2 2 2 2
SEX Male (N=4) Min-Max Mean +SD Female (N=1)
SVL 32.3 38.0 35.7 39.0 32.3-39.0 | 36.3+3.0 39.3
HL 12.5 13.1 13.3 14.3 5-14.3 13.3+0.8 13.2
SL 4.3 5.8 5.5 5.4 4.3-5.8 5.3+0.6 5.7
EL 5.0 5.2 4.8 5.3 4.8-5.3 5.12£0.2 5.1
N-EL 3.1 3.3 3.5 3.6 3.1-3.6 3.4+0.2 3.6
HW 11.6 13.4 13.6 14.0 11.6-14.0 13.1£1.1 14.6
IND 3.4 3.4 3.7 3.3 3.3-3.7 3.4+0.2 4.1
0D 17/ 4.4 4.1 4.8 3.7-4.8 4.3+0.5 4.4
UEW 2.6 2.9 2.8 2.4 2.4-2.9 2.740.2 2.7
FLL 21.8 25.1 26.0 23.9 21.8-26.0 | 24.2+1.8 27.0
LAL 14.8 17.5 18.1 17.7 14.8-18.1 17.0+1.5 18.7
HAL 8.2 1.2 10.6 1.2 8.2-11.2 10.3+1.4 1.2
1FL 3.8 4.7 4.8 3.5 3.5-4.8 4.2+0.6 5.1
IPTL 1.5 1.7 1.7 2.2 1.5-2.2 1.8+0.3 1.8
OPTL 1.8 2.2 2.0 2.0 1.8-2.2 2.0+0.2 2.1
3FDD 1.1 1.3 1.1 2.0 1.1-2.0 1.41£0.4 1.4
HLL 47.8 57.2 55.9 57.3 47.8-57.3 54.5+4.6 64.3
TL 14.8 17.9 17.5 18.1 14.8-18.1 17.1+£1.5 17.8
FL 19.9 23.3 23.6 25.8 19.9-25.8 | 23.1+24 23.9
IMTL 1.8 1.7 1.8 2.1 1.7-2.1 1.840.2 1.9
1TOEL 5.2 5.4 4.6 3.9 3.9-54 4.8+0.7 5.3
47DD 1.3 1.4 1.2 1.7 1.2-1.7 1.41£0.2 1.4
D 2.7 2.9 2.7 3.3 2.7-3.3 2.9+0.3 2.9
OMTL 2.6 2.3 2.4 2.7 2.3-2.7 2.5+0.2 2.5
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L g ! ol i r=% %’ r=% dl
AMANKRIN § ATTWNITIAVRIANANIN (HH.) 2BINFAINSLVIVUIFNSLVIRUN NFIUSIN

mﬂqumuuﬁemﬁm@ﬂgm FmTanudsenatnanasaiia Kurixalus bisacculus

g

g

;; % Er ) . % 0:% % § g | Mean+S

s | 8 |5 = e 8 | 8|8 | & | 5 |MnMx D

g 5 |5 £ g 5135|355

< < = = < < < < <

SEX Male (N=2) Female (N=5)
SVL 31.4 33.1 31.4-33.1 32.3+1.2 30.3 | 43.0 304 | 33.8 | 39.2 |30.3-43.0 | 35.3+5.6
HL 12.3 12.2 12.2-12.3 12.2+0.1 12.8 15.2 11.9 15.4 15.3 11.9-15.4 14.1£1.7
SL 4.7 5.1 47-5.1 4.9+0.2 4.6 6.3 4.8 5.3 6.2 4.6-6.3 5.4+0.8
EL 4.4 5.3 4.4-5.3 4.8+0.6 4.5 6.9 5.0 5.6 5.7 4.5-6.9 5.5+0.9
N-EL 2.9 2.3 2.3-2.9 2.6+£0.5 2.5 5):8) 2.8 2.9 3.8 2.5-3.8 3.1£0.5
HW 10.2 13.0 10.2-13.0 11.6£2.0 12.0 16.1 10.5 13.1 14.5 10.5-16.1 13.2+2.2
IND 2.9 3.2 2.9-3.2 3.12£0.2 3.1 4.0 2.9 3.6 3.5 2.9-4.0 3.410.4
10D 3.5 3.8 3.5-3.8 3.7£0.3 3.7 4.5 3.4 4.0 5.0 3.4-5.0 4.1+0.6
UEW 2.3 2.8 2.3-2.8 2.6£0.3 2.8 2.9 2.1 2.4 3.2 2.1-3.2 2.7£0.4
FLL 17.9 20.9 17.9-20.9 19.4+2.1 19.5 26.4 17.9 18.7 245 17.9-26.4 | 21.4+3.8
LAL 13.7 15.6 13.7-15.6 14.7+1.3 15.0 219 13.8 13.9 18.5 13.8-21.9 | 16.6+3.5
HAL 9.1 9.5 9.1-9.5 9.31£0.2 9.2 12.7 9.4 9.2 11.9 9.2-12.7 10.5£1.7
1FL 3.8 4.6 3.8-4.6 4.2+0.5 4.3 7.0 3.7 4.4 5.7 3.7-7.0 5.0+£1.3
IPTL 2.0 1.9 1.9-2.0 1.940.1 2.0 2.4 2.1 2.1 2.4 2.0-24 2.2+0.2
OPTL 1.4 1.7 1.4-1.7 1.5+0.2 1.3 2.6 2.2 1.8 1.5 1.3-2.6 1.9+0.5
3FDD 1.5 1.9 1.5-1.9 1.7+£0.3 1.7 2.1 1.4 1.7 1.8 1.4-2.1 1.840.2
HLL 44.0 49.6 | 44.0-49.6 46.8+4.0 47.3 72.3 42.3 49.6 595 | 42.3-72.3 | 54.2+11.9
TL 14.1 16.0 14.1-16.0 15.0+£1.4 14.9 22.4 14.4 16.2 18.9 14.4-22.4 | 17.4£3.3
FL 17.9 21.0 17.9-21.0 19.5+2.2 19.4 30.5 17.9 20.7 25.7 17.9-30.5 | 22.845.2
IMTL 1.4 2.9 1.4-2.9 2.2+1.0 1.5 2.3 1.9 2.1 24 1.5-2.4 2.0£0.3
1TOEL 4.1 4.7 4.1-4.7 4.4+0.4 4.2 7,34 | 4.2 4.9 6.3 4.2-6.3 4941.0
4TDD 1.3 1.5 1.3-1.5 1.4£0.1 1.4 1.5 1.2 1.4 1.8 1.2-1.8 1.4+£0.2
D 2.6 3.2 2.6-3.2 2.9+04 2.5 4.1 2.3 3.7 4.2 2.3-4.2 3.410.9
OMTL 1.6 1.9 1.6-1.9 1.8+0.2 1.8 2.3 1.7 1.8 1.8 1.7-2.3 1.940.3
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/ s ! g i r=% %/ = dl
AMANKIN 7 ATITINATFTIAIRIATANIN (HH.) ABIFAINCLVIUUINCLUUAN ITTIUSIN

mﬂ'awmuuﬁemﬁm@ﬂgm Fawiaumlsenainesasafin Raorchestes parvulus

T

QO

I

>

g [c0} (@)} o —

e Ts) 0 © ©

o) S N S S

o

S g g g g X 2

kS = ) > S o} it

O < =< = < EI £

[

SEX Mdle (N = 4) = =
SVL 18.0 17.3 17.2 18.5 17.2-18.5 17.8+0.6
HL 6.9 6.9 6.3 6.8 6.3-6.9 6.7+0.3
SL 2.5 3.0 2.2 2.6 2.2-3.0 2.6+0.3
EL 2.6 2.3 2.5 2.1 2.1-2.6 2.4+0.2
N-EL 1.4 1.8 1.7 1.6 1.4-1.8 1.6+0.2
HW 5.5 6.0 5.0 6.0 5.0-6.0 5.6+£0.5
IND 2.1 1.8 1.8 1.8 1.8-2.1 1.9+0.1
|OD 2.5 2.4 1.9 2.9 1.9-2.9 2.4+0.4
UEW 1.3 1.0 1.1 1.6 1.0-1.6 1.2+0.3
FLL 104 9.4 9.9 11.6 9.4-11.6 10.3+0.9
LAL 7.6 7.2 8.5 8.6 7.2-8.6 8.0+0.7
HAL 5.2 5.1 4.2 4.5 4.2-5.2 4.8+0.5
1FL 1.3 14 1.5 1.8 1.3-1.8 1.5+0.2
[PTL 0.7 0.8 0.7 0.5 0.5-0.8 0.7+0.1
OPTL 0.8 1.0 1.3 1.0 0.8-1.3 1.0+£0.2
3FDD 0.9 0.7 0.8 0.9 0.7-0.9 0.8+0.1
HLL 24.4 24.5 22.5 25.7 22.5-25.7 24.3+1.3
TL 7.8 7.7 7.3 8.2 7.3-8.2 7.8+0.4
FL 10.8 104 9.4 10.9 9.4-10.9 10.4+0.7
IMTL 0.7 7.0 0.8 0.7 0.7-7.0 2.3+3.2
1TOEL 2.4 2.2 2.3 2.0 2.0-2.4 2.2+0.2
4TDD 0.7 0.5 0.5 0.8 0.5-0.8 0.6+0.2
D 1.2 1.3 1.2 1.3 1.2-1.3 1.2+0.1
OMTL 1.5 1.1 1.2 1.4 1.1-1.5 1.3+0.2
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L g ! g i = %/ r=% dl
ATANKIN B FATTNATTIAVUIANANIU (HH.) VBINAIFS LIV UINSLAIRUN 199USIN

MngNEIURTIRRaEnAT Ssndauulssnaine 2asefia Rhacophorus kio

Catalogue

KIz042677 | KIZ042678 KIZ042676
number
SEX Male (N=2) Min-Max Mean+SD | Female (M=1)
SVL 72.4 71.5 71.5-72.4 72.0£0.6 | 72.3
HL 23.8 23.0 23.0-23.8 23.4+0.6 | 23.6
SL 11.9 11.5 11.5-11.9 11.7+£0.3 12.3
EL 8.6 8.2 8.2-8.6 8.4+0.3 7.6
N-EL 6.6 6.2 6.2-6.6 6.4+0.3 6.5
HW 20.9 23.0 20.9-23.0 22.0+1.4 221
IND 6.2 6.7 6.2-6.7 6.4+0.3 6.8
0D 8.0 8.6 8.0-8.6 8.3+0.4 7.4
UEW 5.9 4.9 4.9-5.9 5.4+0.7 5.2
FLL 41.4 44.4 41.4-44.4 42.9+2.2 | 415
LAL 28.8 32.4 28.8-32.4 30.6+2.5 | 30.9
HAL 21.2 22.0 21.2-22.0 21.6+0.6 20.9
1FL 12.3 12.2 12.2-12.3 12.2+0.1 12.0
IPTL 4.8 5.4 4.8-5.4 5.1£0.5 4.9
OPTL 3.1 3.3 3.1-3.3 3.2+0.1 3.5
3FDD 4.5 4.4 4.4-4.5 4.5+0.0 4.7
HLL 106.0 113.8 106.0-113.8 | 109.9+5.5 | 110.5
TL 33.5 35.9 33.5-35.9 | 34.7+£1.7 35.2
FL 45.7 47.1 45.7-47.1 46.4+1.0 46.9
IMTL 2.9 3.3 2.9-3.3 3.1£0.3 3.4
1TOEL 13.0 12.1 12.1-13.0 12.5+0.7 1.5
4TDD 3.1 3.1 3.1-3.1 3.1£0.0 3.1
D 6.4 6.1 6.1-6.4 6.2+0.3 5.4
OMTL 3.5 3.3 3.34-3.54 3.44+0.14 | 4.1
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a/ s ! g i r=% g’ r=% dl
ATANKIN 6 ATTNNTITIAYRIATANIN (HH.) BDIFAINSLIUUINCLNUUAN VI9TIUSIN

MnangRLTAnesgan Savdaumlssinaine 2esaiia Leptobrachella eos

v To) © D~ @ o o — N Q

S D~ o~ D~ D~ o~ *o) co) el ©

2 @ 39 39 39) 39 39 9, 9, %9, A x )

o 3 o o o o o o o ) o S n

S € o o o o o o o o = -

o] S o o [ o o [ [ o [a | S

O e ) ) ) ) ) ) ) ) ) < 2

< < <C < < <C <C < <C = =

SEX Male (N=9)
SVL 34.2 | 35.1 | 342 | 335 | 327 |33.9 |34.4 | 329 | 344 |32.7-35.1 | 33.9+0.8
HL 13.3 1125 | 13.6 |13.2 | 141 129 [ 135 |12.6 | 13.5 | 12.5-14.1 13.3£0.5
SL 5.7 5.0 | 5.3 5.0 5.1 5.1 5.3 4.8 5.5 4.8-5.7 5.2+0.3
EL 5.2 46 |44 4.5 4.6 5.3 4.4 5.2 4.8 4.4-5.3 4.8+0.4
N-EL 3.3 34 |32 2.7 2.7 2.7 2.6 2.7 2.5 25-34 2.9+0.3
HW 12.0 | 12.1 | 121 113 1123 | 124 122 | 11.3 [ 129 | 11.3-12.9 12.1£0.5
IND 3.7 3.2 | 3.6 3.5 3.9 3.4 3.5 3.4 3.5 3.2-3.9 3.5+0.2
|IOD 3.8 4.1 4.0 4.3 4.3 4.2 4.4 4.2 4.5 3.8-4.5 4.2+0.2
UEW 2.9 32 128 2.5 24 24 2.6 2.5 2.9 2.4-3.2 2.7£0.3
FLL 239 224|220 |233 |20.6 | 225 |23.6 | 221 |24.2 | 20.6-24.2 | 22.7+11
LAL 175 |16.2 |16.2 |16.7 |16.6 |17.3 (184 |16.1 | 179 |16.1-18.4 | 17.0+0.8
HAL 9.5 9.3 | 10.1 9.1 9.2 9.8 10.7 | 9.5 9.5 9.1-10.7 9.7+£0.5
1FL 4.7 46 |48 5.4 4.5 4.8 4.9 4.1 3.8 3.8-5.4 4.6£0.5
IPTL 2.0 1.9 1.5 1.7 2.1 2.0 1.7 1.5 1.5 1.5-2.1 1.810.2
OPTL 2.2 1.7 1.6 2.0 1.9 1.8 2.0 2.0 1.9 1.6-2.2 1.9+0.2
3FDD 0.9 09 108 0.7 0.6 0.7 0.8 0.6 0.6 0.6-0.9 0.7£0.1
HLL 55.8 | B35 |53.3 |56.7 | B4.2 | B3.2 | 335 | 527 | 55.0 | 33.5-56.7 | 52.0£7.1
TL 172 1163 | 16.4 179 |(17.0 (165 |18.1 |16.2 | 17.7 | 16.2-18.1 17.0£0.7
FL 246 | 234|235 |242 | 243 | 234 | 249 |23.6 | 23.6 | 23.4-24.9 | 23.9+0.6
IMTL 1.8 1.5 2.0 1.9 1.7 1.3 1.7 1.7 1.8 1.3-2.0 1.7£0.2
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/s s ! g i = %J = dl
ATANKIN A ATITNNTITIAYVRIANAFTIU (NH.) VBINAIFSLVIVUINCLARUN V199UFININ

grEmuumeRneugan smdmuulstmaing assrialeptobrachium huashen

Catalogue x o)
AUP 00390 | AUP 00391 2 7
number P §
SEX Fm (N=2) = =
SVL 52.2 64.4 52.2-64.4 58.3+8.6
HL 247 31.0 24.7-31.0 27.8+4.4
SL 10.3 12.4 10.3-12.4 11.441.5
EL 7.0 9.1 7.0-9.1 8.0+1.5
N-EL 5.5 6.7 5.5-6.7 6.1£0.8
HW 24.9 29.7 24.9-29.7 27.3+3.4
IND 6.1 6.9 6.1-6.9 6.5+0.5
[0]D) 7.8 8.3 7.8-8.3 8.0+0.3
UEW 5.0 6.4 5.0-6.4 5.7£1.0
FLL 38.4 49.9 38.4-49.9 44.2+8.1
LAL 28.4 34.9 28.4-34.9 31.614.6
HAL 13.4 17.2 13.4-17.2 15.3+£2.7
1FL 7.8 9.7 7.8-9.7 8.8+1.3
IPTL 2.8 3.2 2.8-3.2 3.0+0.3
OPTL 1.9 3.2 1.9-3.2 2.5+1.0
3FDD 1.4 1.6 1.4-1.6 1.5+0.1
HLL 65.5 83.5 65.5-83.5 | 74.5+12.8
TL 19.0 24.6 19.0-24.6 21.8+3.9
FL 28.1 35.6 28.1-35.6 31.9+5.3
IMTL 2.8 4.0 2.8-4.0 3.4+0.9
1TOEL 3.5 4.6 3.5-4.6 4.0+0.8
47DD 1.3 1.5 1.3-1.5 1.4£0.1
™ 44 5.0 4.4-5.0 4.7+0.4
OMTL 2.8 3.8 2.8-3.8 3.3+0.7
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ATAKNKIN A AU Nucleotide ﬁ?%?umsﬁﬂmszé'ﬂmaq@
>AUP00402_Amolops_cremnobatus

CCTGTCTAGAGGTCAGCCTGCCCAGTGACATAAAGTTCAACGGCCGCGGTAACCTAACCGTGCAA
AGGTAGCATAATCACTTGTTCTCTAAATAGGGACTTGTATCAACGGCATCACGAGGGCTATACTGT
CTCCTTTCTCCAATCAGTGAAACTGATCTCCCCGTGAAGAAGCGGGGATTTTTTTATAAGACGAGA
AGACCCCATGGAGCTTTAAGCAACACATTTACTTTTTATCTTTTATATCAACTTAATAAAATACCTAA
GTATTAGCTTTAGGTTGGGGGGACCGCGGAGTATAACCTAACCTCCACGACAAATGGGCCACGCC
CTTATCCACGAGCCACAACTCTAAGAATCAATAAACTGATGTTTAATGATCCGATAATTCGATCAA
CGAACCAAGTTACCCTGGGGATAACAGCGCAATCTACTTCAAGAGCCCCTATCGACAAGTAGGTT
TACGACCTCGATGTTGGATCAGGGTATCCTAGTGGTGCAGCCGCTACTAAAGGTTCGTTTGTTCAA
CGATTAAAACCCTACGTGATCTGAGTTTCAAACCGGA

>AUPO1479_Leptobrachella_minima

CCTGATTAGAAGGTAACGCCTGCCCAGTGACTATATGTTAAACGGCCGCGGTATACTGACCGTGCA
AAGGTAGCGTAATCACTTGTCTTTTAAATGGAGACTAGTATGAACGGCATCACGAGAACTAATCTG
TCTCCCTCCCCCAATCAGTGAAACTGATCTCCCCGTGCAGAAGCGGGGATAATATCATAAGACGA
GAAGACCCTGTGGAGCTTAAAATCAAAAATCAACTGCTTTATTCACCTTTACTAAAAGAGACATTTT
TCGCAGACCTGACCTAGATTTTCAGCTGGGGCGGCTGTGGAGAAAAATAAATCCTCCACGAATATT
TATGCTGAAAGCCACCGCTACAGGCATTAACTAGCTTAACTTTAATTGACCCAATTTTTGATCAACG
GACCAAGTTACCCCAGGGATAACAGCGCAATCCACTTTCAGAGTCCTTATCGACAAGTGGGCTTA
CGACCTCGATGTTGGATCAGGGCATCCTAGTGGTGCAGCCGCTACTAAAGGTTCGTTTGTTCAACG
ATTAAAGCCCTACGTGATCTGAGTTCCAGACCGGA

>Kiz042657_Leptobrachella_minima

TNATTNAAGGTAACGCCTGCCCAGTGACTATATGTTAAACGGCCGCGGTATACTGACCGTGCAAA
GGTAGCGTAATCACTTGTCTTTTAAATGGAGACCAGTATGAATGGCATCACGAGAACTAATCTGTC
TCCCTCCCCCAATCAGTGAAACTGATCTCCCCGTGCAGAAGCGGGGATAATGACATAAGACGAGA
AGACCCTGTGGAGCTTAAAATCAAAAATCAACTGCTTAATTCACCAACACTAAAGGAAACATTTTT
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CGCAGACCTGACCTAGATTTTCAGCTGGGGCGGCTGTGGAGAAAAATAAATCCTCCACGAATATTT
ATGCTGAAAGCTACCGCCACAAGCATTAATAAACTTAACTTTAATTGACCCAATTTTTGATCAACG
GACCAAGTTACCCCAGGGATAACAGCGCAATCCACTTTCAGAGTCCTTATCGACAAGTGGGCTTA
CGACCTCGATGTTGGATCAGGGCATCCTAGTGGTGCAGCCGCTACTAAAGGTTCGTTTGTTCAACG
ATTAAAGCCCTACGTGATCTGAGTTTCAGACCGGA

>AUP01928_KUrixalus_verrucosus

CCCTGTATAGGAAGGTCAGCCTGCCCAGTGACAAGTTCAACGGCCGCGGTACCCTAACCGAGCGA
AGGTAGCATAATCACTTGTTCTTTAAATAAGGACTTGTATCAATGGCACCACGAGGGTCGTACTGT
CTCCTTTCTCCAATCAGTGAAACTGATCTTCCCGTGAAAAAGCGGGAATATATATATAAGACGAGA
AGACCCCATGGAGCTTTAAACCTCCAGCAACTTAACTATAAATTTCTTCACAACCCCCAAAGAAAT
GCTTGTTGGTTTTAGGTTGGGGTGACCACGGAGTAAAAACTAACCTCCGCAACGCATAACCTAAAT
TTTTATTTAAGAGCCACAACTCTAAAAAATAGTATACTAACGTACACTGATCCGATAATCGATTAAT
GAACCAAGTTACCCTGGGGATAACAGCGCAATCTATTTTAAGAGTTCATATCGACAAATAGGCTTA
CGACCTCGATGTTGGATCAGGGTATCCCAGTGGTGCAGCCGCTACTGATGGTTCGTTTGTTCAACG
ATTAAAACCCTACGTGATCTGAGTTTCAGACCGGA

>AUP00390_Leptobrachium_huashen

CCTTTAANGAAGGTAACGCCTGCCCAGTGACATCATGTTCAACGGCCGCGGTATTCTGACCGTGCG
AAGGTAGCGTAATCACTTGTCTTTTAAATAAAGACTAGTATGAATGGCACCACGAGGATTTAACTG
TCTCCTTAAACTTATCAGTGAAACTGATCTCCCCGTGCAAAAGCAGGGATAGACACATAAGACGA
GAAGACCCTATGGAGCTTAAAACTATTAAGCTGCCTATGCTATCTGCTTTAATAAATAGCACTATTA
CAATAGGCCCAGCTTACGTTTTCAGTTGGGGTGACTATGGAGAAAAATCTATCCTCCATGAAGAGA
TAAGCCTTGAGTTTCCGCTCTACGCATTAGCAAGCCTAACTTTACTTTGATCCAATTTTTTTGATCAA
CGGACCAAGTTACCCTAGGGATAACAGCGCAATCCATTTCAAGAGTCCTTATCGACAAATGGGTTT
ACGACCTCGATGTTGGATTAGGACACCCTAGTGGTGCAGCCGCTACTAACGGTTCGTTTGTTCAAC
GATTAAAGTCCTACGTGATCTGATTTTCAGACCGGA

>AUP00391_Leptobrachium_huashen
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TINTTGGAGGTAACGCCTGCCCAGTGACATCATGTTCAACGGCCGCGGTATTCTGACCGTGCGAAG
GTAGCGTAATCACTTGTCTTTTAAATAAAGACTAGTATGAATGGCACCACGAGGATTTAACTGTCTC
CTTAAACTTATCAGTGAAACTGATCTCCCCGTGCAAAAGCAGGGATAGACACATAAGACGAGAAG
ACCCTATGGAGCTTAAAACTATTAAGCTGCCTATGCTATCTGCTTTAATAAATAGCACTATTACAAT
AGGCCCAGCTTACGTTTTCAGTTGGGGTGACTATGGAGAAAAATCTATCCTCCATGAAGAGATAAG
CCTTGAGTTTCCGCTCTACGCATTAGCAAGCCTAACTTTACTTTGATCCAATTTTTTTGATCAACGGA
CCAAGTTACCCTAGGGATAACAGCGCAATCCATTTCAAGAGTCCTTATCGACAAATGGGTTTACGA
CCTCGATGTTGGATTAGGACACCCTAGTGGTGCAGCCGCTACTAACGGTTCGTTTGTTCAACGATT
AAAGTCCTACGTGATCTGAGTTCAGACCGGA

~AUP00381_Leptobrachella_eos

CGTTTTTGAAGGTAACGCCTGCCCAGTGACTGCTCGTTAAACGGCCGCGGTACTCTGACCGTGCAA
AGGTAGCGTAATCACTTGTCTTTTAAATAAAGACTAGTATGAATGGCATCACGAGAACTAATCTGT
CTCCCTCCCCTAATCAGTGAAACTGATCTCCCCGTGCAGAAGCGGGGATAATAACATAAGACGAG
AAGACCCTGTGGAGCTTCAAATCAAAAATCAACTGCTATATTTTACCTCTTAAGGATACACCGCTAT
AGACCTGATCTAGATTTTCAGCTGGGGCGGCTGTGGAGAAAAAAGAATCCTCCACGAAAACCTAC
TCCAAGGGCTACTGCCCTAAGTAATAACAAATTAATTTAATTGACCCAATTTTTGATCAACGAACCA
AGTTACCCCAGGGATAACAGCGCAATCCACTTTTAGAGTCCTTATCGACAAGTGGGCTTACGACCT
CGATGTTGGATCAGGGCACCCGAGTGGTGCAGCCGCTACTAAAGGTTCGTTTGTTCAACGATTAAA
GCCCTACGTGATCTGAGTTTCAAACCGGA

>AUP01993_0Ophryohryne_pachyproctus

CCTTAATACTAAGGTAGTGCCTGCCCGGTGACTATATGTTTAACGGCCGTGGTATTTTAACCACGC
GAAGGTAGCGTAATCACTTGTTTTTTAAATAAAGACTTGTATGAATGGCTTCACGAGGACCCAACT
GTCTCCTCTGTCCAATCAGTGAAACTGATCCCCTCGTGCAGAAGCGAGGATCATGCCATAAGACG
AGAAGACCCTATGGAGCTTTAAACTAATATCAACAATTTGCCCTTTTTACCCACTGAATTAAAATCT
AGCTGAATTCATTTGATAAAAGTTTTAGGTTGGGACGACCATGGAGAAAAAAAAATCCTCCCTGAT
GACTTTAACCAAGAGCTTCAGCTCTAAGTAATAAGACACTTAACTTATATTGACCCATTTTTTGATC
AACGAACCAAGTTACCCTAGGGATAACAGCGCAATCCATTTCAAGAGTCCCTATCGACAAATGGG
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TTTACGACCTCGATGTTGGATCAGGGCATCCAAGTGGTGCAACCGCTACTAAAGGTTCGTTTGTTC
AACGATTAAAGCCCTACGTGATCTGAGTTCAAACCGGA

~AUP00496_0dorrana_chloronota

GGAATGGTACCATGTACTGCCAGGTGATAATATTTAACGGCCGCGGTATACTGACCGTGCGAAGGT
AGCATAATCACTTGTTCTTTAAATAGGGACTCGTATCAACGGCATCACGAGGGCTATACTGTCTCC
CCCCTCCAATCAGTGAAACTGATCCCCCCGTGAAGAAGCGGGGATTTAACTATAAGACGAGAAGA
CCCCATGGAGCTTTAAACTTAACATGTACCCGTATAATTATTTATCAACTTAACCTCAAGACCTACA
TGTTAGCTTTCGGCTGGGGGGGCCACGGAGTAAAATTAAACCTCCGCAACAAACGGGCAAATACC
CTTATCTACGACTGACAAATCCAAGAATCATCAAAATGATGTTTAGTGATCCGACAATTCGATCAA
TGAACCAAGTTACCCTGGGGATAACAGCGCAATCCGCTTCAAGAGCCCATATCGACAAGCGGGTT
TACGACCTCGATGTTGGATCAGGGTATCCTAGTGGTGCAACCGCTACTAATGGTTCGTTTGTTCAAC
GATTAAAACCCTACGTGATCTGAGTTCAAACCGGA

~AUP00499_0dorrana_chloronota

AGGTTACTGACCACGTGGATNCGTATCAGCGGCCGCGGTATTCTGACCGTGCGAAGGTAGCATAA
TCACTTGTTCTCTAAATAAGGACTAGTATCAACGGCATCACGAGGGCTATACTGTCTCCCCCCTCC
AATCAGTGAAACTGATCCCCCCGTGAAGAAGCGGGGATTTAATTATAAGACGAGAAGACCCCATG
GAGCTTTAAACCTAACATACACCCCCTCGCTAAGATATCAGCTAAGCCTAGAGGGCCTGTGCGTTG
GTCTTAGGCTGGGGGGACCACGGAGCAAAATCAAACCTCCATAACAAATGGGCTAAAACCCTTAT
CCACGATTTACAAATCCAAGAATCATCAAAATGATGTTTAATGACCCGATAATTCGATCAATGAAC
CAAGTTACCCTGGGGATAACAGCGCAATCCACTTCAAGAGCCCATATCGACAAGTGGGTTTACGA
CCTCGATGTTGGATCAGGGTATCCTAGTGGTGCAGCCGCTACTAAAGGTTCGTTTGTTCAACGATTA
AAACCCTACGTGATCTGAGTTCAGACCGGACG

~AUP-01608_Qdorrana_chloronota

TTCCGTAATAGGAAGGTCCAGCCTGCCCAGTGATAATATTTAACGGCCGCGGTATACTGACCGTGC
GAAGGTAGCATAATCACTTGTTCTTTAAATAGGGACTCGTATCAACGGCATCACGAGGGCTATACT
GTCTCCCCCCTCCAATCAGTGAAACTGATCCCCCCGTGAAGAAGCGGGGATTTAACTATAAGACG
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AGAAGACCCCATGGAGCTTTAAACTTAACATGTACCCGTATAATTATTTATCAACTTAACCTCAAGA
CCTACATGTTAGCTTTCGGCTGGGGGGGCCACGGAGTAAAATTAAACCTCCGCAACAAACGGGCA
AATACCCTTATCTACGACTGACAAATCCAAGAATCATCAAAATGATGTTTAGTGATCCGACAATTC
GATCAATGAACCAAGTTACCCTGGGGATAACAGCGCAATCCGCTTCAAGAGCCCATATCGACAAG
CGGGTTTACGACCTCGATGTTGGATCAGGGTATCCTAGTGGTGCAACCGCTACTAATGGTTCGTTTG
TTCAACGATTAAAACCCTACATGATCTGAGTTCCAGACCGGA

>AUP00395_Leptobrachella_minima

TNATGAAGGTAATCGTCCTGNCCCAGTNGACTATATGTTAAACGGCCGCGGTATACTGACCGTGCA
AAGGTAGCGTAATCACTTGTCTTTTAAATGGAGACCAGTATGAATGGCATCACGAGAACTAATCTG
TCTCCCTCCCCCAATCAGTGAAACTGATCTCCCCGTGCAGAAGCGGGGATAATGACATAAGACGA
GAAGACCCTGTGGAGCTTAAAATCAAAAATCAACTGCTTAATTCACCAACACTAAAGGAAACATTT
TTTCGCAGACCTGACCTAGATTTTCAGCTGGGGCGGCTGTGGAGAAAAATAAATCCTCCACGAATA
TTTATGCTGAAAGCTACCGCCACAAGCATTAATAAACTTAACTTTAATTGACCCAATTTTTGATCAA
CGGACCAAGTTACCCCAGGGATAACAGCGCAATCCACTTTCAGAGTCCTTATCGACAAGTGGGCT
TACGACCTCGATGTTGGATCAGGGCATCCTAGTGGTGCAGCCGCTACTAAAGGTTCGTTTGTTCAA
CGATTAAAGCCCTACGTGATCTGAGTTTCAGACCGGA

>AUP00398_Leptobrachella_minima

TCNAAGGAAGGTAATGCCTGCCCAGTGACCATGTGTTCAACGGCCGCGGTATTCTGACCGCGCGA
AGGTAGCGTAATCACTTGTCTTCTAAATAAAGACTAGTATGAACGGCCACACGAAGACTTAACTGT
CTCCCCTGTCCAATCAGTGAAACTGATCTCCTTGTGCAGAAGCGAGGATAAACCCATAAGACGAG
AAGACCCTATGGAGCTTTAAACTTAATATTAACTATTTCTATAATCCCCTCTAAGGAATTAACAAAT
AACCCTTTTCAACTTAATATTAGTTTTAGGTTGGGGCGACCATGGAGAAAAAAATATCCTCCCTGAT
GACTTTTAAACCAAGAGCCACAGCTCTAAGTATTAAGATACTTAACTTCCATTGACCCATTTTATGA
TCAACGAACCAAGTTACCCTAGGGATAACAGCGCAATCCATTTCAAGAGTCCCTATCGACAAATG
GGTTTACGACCTCGATGTTGGATCAGGGCATCCCAGTGGTGCAACCGCTACTAATGGTTCGTTTGTT
CAACGATTAAAGCCCTACGTGATCTGAGTTCAGACCGGA
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~AUP01473_Megophrys_major

CCTGTCCAAGCTGACTATATGTTAAACGGCCGCGGTATACTGACCGTGCAAAGGTAGCGTAATCAC
TTGTCTTTTAAATGGAGACCAGTATGAATGGCATCACGAGAACTAATCTGTCTCCCTCCCCCAATCA
GTGAAACTGATCTCCCCGTGCAGAAGCGGGGATAATGACATAAGACGAGAAGACCCTGTGGAGCT
TAAAATCAAAAATCAACTGCTTAATTCACCAACACTAAAGGAAACATTTTTTCGCAGACCTGACCT
AGATTTTCAGCTGGGGCGGCTGTGGAGAAAAATAAATCCTCCACGAATATTTATGCTGAAAGCTAC
CGCCACAAGCATTAATAAACTTAACTTTAATTGACCCAATTTTTGATCAACGGACCAAGTTACCCC
AGGGATAACAGCGCAATCCACTTTCAGAGTCCTTATCGACAAGTGGGCTTACGACCTCGATGTTGG
ATCAGGGCATCCTAGTGGTGCAGCCGCTACTAAAGGTTCGTTTGTTCAACGATTAAAGCCCTACGT
GATCTGAGTTTCAGACCGGA

>AUPO1475_Megophrys_major

TCAAATGGAATGCTAGTAGCTTCGNCCAGTGACATGTGTTCAACGGCCGCGGTATTCTGACCGCGC
GAAGGTAGCGTAATCACTTGTCTTCTAAATAAAGACTAGTATGAACGGCCACACGAAGACTTAACT
GTCTCCCCTGTCCAATCAGTGAAACTGATCTCCTTGTGCAGAAGCGAGGATAAACCCATAAGACG
AGAAGACCCTATGGAGCTTTAAACTTAATATTAACTATTTCTATAATCCCCTCTAAGGAATTAACAA
ATAACCCTTTTCAACTTAATATTAGTTTTAGGTTGGGGCGACCATGGAGAAAAAAATATCCTCCCTG
ATGACTTTTAAACCAAGAGCCACAGCTCTAAGTATTAAGATACTTAACTTCCATTGACCCATTTTAT
GATCAACGAACCAAGTTACCCTAGGGATAACAGCGCAATCCATTTCAAGAGTCCCTATCGACAAA
TGGGTTTACGACCTCGATGTTGGATCAGGGCATCCCAGTGGTGCAACCGCTACTAATGGTTCGTTT
GTTCAACGATTAAAGCCCTACGTGATCTGAGTTCAAACCGGA

>AUP01609_Quasipaa_verrucospinosa

TGAATAGGAAGGTCTAGCCTGCCCAGTGATATAATTAAACGGCCGCGGTACCCTGACCGTGCGAA
GGTAGCATAATCACTTGTTCTTTAAATAAGGACTAGTATCAACGGCATCACGAGGGTTATACTGTCT
CCTCCCTCCAATCAGTGAAACTAATCTCCCCGTGAAGAAGCGGGGATAAAAATATAAGACGAGAA
GACCCCATGGAGCTTTAAACCCAACAACAACCTCTACTCACAACCCCTTGACAATTAGAAGGCCC
TGTCTGTTGGTTTTAGGTTGGGGTGACCGCGGAGTATAATTTAACCTCCACGACGAACGGGATTAA
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CCCCTAATCCAAGAGCCGCTGCTCTAAGAATCAACAAATTGACGTAAAATGATCCGATAATCGATC
AACGAACCAAGTTACCCTGGGGATAACAGCGCAATCCATTTCAAGAGCCCCTATCGACAAATGGG
TTTACGACCTCGATGTTGGATCAGGGTATCCCAGTGGTGCAGCCGCTACTAAAGGTTTGTTTGTTCA
ACAATTAAAACCCTACGTGATCTGAGTTCAGACCGGA

>AUPO1470_Xanophrys_parva

CAGTGACTATATGTTCAACGGCCGCGGTATTCTGACCGCGCGAAGGTAGCGTAATCACTTGTCTTC
TAAATAAAGACCAGTATGAACGGCCACACGAAGACTTAACTGTCTCCCCTGTCCAATCAGTGAAA
CTGATCTCCTCGTGCAGAAGCGAGGATAAACACATAAGACGAGAAGACCCTATGGAGCTTTAAAC
TTAATATCAACTACCCTCTTTTACCCCTCTAAGGAGCTGACAAAATTACTAGACTCGGTATAAGTTT
TAGGTTGGGGTGACCATGGAGAAAAAAACAACCTCCCTGATGATTTTTTAACCAAGAGCCACAGCT
CTAAGTATTAGGATTCTTAACTCCCATTGACCCAATTTTTGATCAACGAACCAAGTTACCCTAGGGA
TAACAGCGCAATCCATTTCAAGAGTCCCTATCGACAAATGGGTTTACGACCTCGATGTTGGATCAG
GGCATCCTAGTGGTGCAACCGCTACTAATGGTTCGTTTGTTCAACGATTAAAGCCCTACGTGATCT
GAGTTCAAACCGGACGT

>AUP01458_Raorchestes longnanensis

CCNTAATAAGAAGGTCTCGCCTGCCCAGTGACAACTTCAACGGCCGCGGTACCCTAACCGTGCAA
AGGTAGCATAATCACTTGTTCTCTAAATAGGGACTTGTATCAATGGCATCACGAGGGTTATACTGTC
TCCCCTATCCAATCAGTGAAACTGATCTCCCCATGAAAAAGCGGGGATAAAATTATAAGACGAGA
AGACCCCATGGAGCTTTAAACCAACAGCAATTTAGTAATAACCCCTTATAACTATAAAATTATGCT
AACGGCTTTAGGTTGGGGTGACCGCGGAGTAAAATTTAACCTCCATGTCGAAAAGATTAATCTTAA
CCCAAGAACTACTATTCTAAGAATTAGAAAACTAACGAACCATGACCCAATATTGATCAACGAAC
CAAGTTACCCTGGGGATAACAGCGCAATCTACTTCAAGAGCCCCTATCGACAAGTAGGCTTACGA
CCTCGATGTTGGATCAGGGTATCCCAGTGGTGCAACCGCTACTAAAGGTTCGTTTGTTCAACGATT
AAAACCCTACGTGATCTGAGTTCCAGACCGGA

>AUPO1460_Raorchestes_longnanensis
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TANTAGAAGGTCTCGCCTGCCCAGTGACAACTTCAACGGCCGCGGTACCCTAACCGTGCAAAGGT
AGCATAATCACTTGTTCTCTAAATAGGGACTTGTATCAATGGCATCACGAGGGTTATACTGTCTCCC
CTATCCAATCAGTGAAACTGATCTCCCCATGAAAAAGCGGGGATAAAATTATAAGACGAGAAGAC
CCCATGGAGCTTTAAACCAACAGCAATTTAGTAATAACCCCTTATAACTATAAAATTATGCTAACG
GCTTTAGGTTGGGGTGACCGCGGAGTAAAATTTAACCTCCATGTCGAAAAGATTAATCTTAACCCA
AGAACTACTATTCTAAGAATTAGAAAACTAACGAACCATGACCCAATATTGATCAACGAACCAAGT
TACCCTGGGGATAACAGCGCAATCTACTTCAAGAGCCCCTATCGACAAGTAGGCTTACGACCTCG
ATGTTGGATCAGGGTATCCCAGTGGTGCAACCGCTACTAAAGGTTCGTTTGTTCAACGATTAAAAC
CCTACGTGATCTGAGTTTCAGACCGGA

>AUP00493_Limnonectes_hannaensis

CCCTAATTAAGGAAGGTCCAGCCTGCCCAGTGATAATATTTAACGGCCGCGGTACCCTGACCGTG
CGAAGGTAGCATAATCACTTGTTCTCTAAATAGGGACTAGTATCAACGGCATCACGAGGGTTATAC
TGTCTCCTCTTTTTAATCAGTGAAACTGACCTCCCCGTGAAGAGGCGGGGATTATTATACAAGACG
AGAAGACCCCATGGAGCTTTAAACCCAATAACAACCCACACTAAATTTTTCTAAATAATATTAAAG
TAATGTTTATTGGTTTTAGGTTGGGGTGACCGCGGAGAATAACTAAACCTCCACGATGAATGGACC
TTAATCCTAATCTACGAGCTACTACTCCAAGAATCAATAATTTGACCTAACTGATCCGACAATCGAT
CAACGAACCAAGTTACCCTGGGGATAACAGCGCAATCCATTTCGAGAGCCCATATCGACAAATGG
GTTTACGACCTCGATGTTGGATCAGGGTATCCTAGTGGTGCAGCCGCTACTAAAGGTTTGTTTGTTC
AACAATTAAAACCCTACGTGATCTGAGTTTCAGACCGGA

>AUP00543_Polypedates megacephalus

CCCTTTTGATAAGAAGGTCCAGCCTGCCCAGTGAATTTTTAACGGCCGCGGTATCCTAACCGCGCG
AAGGTAGCATAATCACTTGTTCTTTAAATGGGGACTCGTATCAACGGCATCACGAGGGTTCTACTG

TCTCCTCTTTTTGATCAGTGAAATTGATCTTCCCGTGAAGAAGCGGGAATATTTATATAAGACGAGA
AGACCCCATGGAGCTTTAAACCAAATAGCAACTTAACCATACATTGCCTAATAACTTTAAGCCCGT
GCTACAAGGTTTTTGGTTGGGGTGACCGCGGAGTAAAACACATCCTCCACGACGGAAAGACTTTA

ATCTTTATTTAAGAACTACAATTCTAGAAATTAGTATACTAACGTTTACTGACCCGACAATCGATCA
ACGGAACAAGTTACCCTGGGGATAACAGCGCAATCTACTTCAAGAGCCCATATCGACAAGTAGGC
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TTACGACCTCGATGTTGGATCAGGGTATCCCAGTGGTGCAGCCGCTACTGAAGGTTCGTTTGTTCA
ACGATTAAAACCCTACGTGATCTGAGTTTCAAACCGGA

>AUPO1478_Microhyla_butleri

NTTTAGGGAAGGTCAGCCTGCCCAGTGATAAATTAAACGGCCGCGGTACCCTAACCGTGCAAAGG
TAGCGCAATCACTTGTTCTTTAAATGAGGACTAGTATGAACGGCATCACGAGGGTTACACTGTCTC
CCCACTCTACTCAGTGAAACTGATCTCCCCGTGAAGAAGCGGGGGTAAAAATATAAGACGAGAAG
ACCCCATGGAGCTTAAAACTCAGTCTTACCTGCCACCTAAAAAACCTAGAAACCACGCAGTACTA
ATGACTAGTTTTCGGTTGGGGTGACCGCGGAGAAAAACAAATCCTCCACGACGAAAGGACCTATT
TACCTAATCCAAGAGCTACACCTCTAAGAATCAACACATTGACCAACTGATCCAATTTTTGATCAG
CGGACCAAGTTACCCTGGGGATAACAGCGCAATCCATTTCAAGAGCTCATATCGACAAATGGGTTT
ACGACCTCGATGTTGGATCAGGGTATCCAAGTGGCGCAGCCGCTACTAACGGTTCGTTTGTTCAAC
GATTAAAACCCTACGTGATCTGAGTTTCAGACCGGA

>AUPO1615_Theloderma_gordoni

GNTCCTNTAGAAGGTCCAGCCTGCCCAGTGATAAAATTCAACGGCCGCGGTATCCTAACCGTGCG
AAGGTAGCATAATCACTTGTTCTTTAAATAAGGACTCGTATCAACGGCACCACGAGGGTTGCACTG
TCTCCTCCCTCCAATCAGTGAAACTGATCTCCCCGTGAAGAAGCGGGGGTATCACTATAAGACGA
GAAGACCCCATGGAGCTTAAAACTGGACAGCAACTTACTTATATTCTCCTCCCCACTCACAAAGAC
ATGCCCGTCAGCTTTTGGTTGGGGCGACCGCGGAGTAAAAACCAACCTCCACGTCAAAAGGATAC
TATTCTATCTTAGAGCCACTCCTCCAAGAATTAGCACACTAATGAGCACGACCCGTTCAACGATCA
ACGAACCAAGTTACCCTGGGGATAACAGCGCAATCTACTTCAAGAGCCCCTATCGACAAGTAGGC
TTACGACCTCGATGTTGGATCAGGGTATCCTAGAGGCGCAGCCGCTTCTAACGGTTCGTTTGTTCA
ACGATTAAAACCCTACGTGATCTGAGTTTCAGACCGGA

>AUPO1985_Gracixalus_yunnanensis

TTATAGAAGGTCTAGCCTGCCCGGTGACAAGTTTAACGGCCGCGGTAACCTAACCGCGCGAAGGT
AGCATAATCACTTGTTCTTTAAATAGGGACTAGTATCAACGGCATCACGAGGGTCGCACTGTCTCC
TCCCTCCAATCAGTGAAACTGATCTCCCCGTGAAAAAGCGGGGATAAAGATATAAGACGAGAAGA
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CCCCATGGAGCTTTAAACCCAACAGCAACTCAGTAACATAGTTCCTCATAGCCCACAGAGAAATG
CACGTCGGTTTTAGGTTGGGGTGACCGCGGAGTAAAAATTATCCTCCACGACGAAAAGAACTAAA
TCTTTATCTAAGAATTACTATTCTAAGAATTAGTATACTAACGAACAATGACCCAATAATTGATCAA
CGAAACAAGTTACCCTGGGGATAACAGCGCAATCTACTTCAAGAGCCCATATCGACAAGTAGGCT
TACGACCTCGATGTTGGATCAGGGTATCCCAGTGGTGCAGCCGCTACTGAAGGTTCGTTTGTTCAA
CGATTAAAACCCTACGTGATCTGAGTTCCAGACCGGA

>AUP01986_(racixalus_yunnanensis

TNTTTTAGAAGGTCTAGCCTGCCCGGTGACAAGTTTAACGGCCGCGGTAACCTAACCGCGCGAAG

GTAGCATAATCACTTGTTCTTTAAATAGGGACTAGTATCAACGGCATCACGAGGGTCGCACTGTCT

CCTCCCTCCAATCAGTGAAACTGATCTCCCCGTGAAAAAGCGGGGATAAAGATATAAGACGAGAA
GACCCCATGGAGCTTTAAACCCAACAGCAACTCAGTAACATAGTTCCTCATAGCCCACAGAGAAA
TGCACGTCGGTTTTAGGTTGGGGTGACCGCGGAGTAAAAATTATCCTCCACGACGAAAAGAACTA

AATCTTTATCTAAGAATTACTATTCTAAGAATTAGTATACTAACGAACAATGACCCAATAATTGATC
AACGAAACAAGTTACCCTGGGGATAACAGCGCAATCTACTTCAAGAGCCCATATCGACAAGTAGG
CTTACGACCTCGATGTTGGATCAGGGTATCCCAGTGGTGCAGCCGCTACTGAAGGTTCGTTTGTTC

AACGATTAAAACCCTACGTGATCTGAGTTTCANACCGGA

>AUP00524_Ophryohryne_pachyproctus

TAATCTAAGGTAGTGCCTGCCCGGTGACTATATGTTTAACGGCCGTGGTATTTTAACCACGCGAAG

GTAGCGTAATCACTTGTTTTTTAAATAAAGACTTGTATGAATGGCTTCACGAGGACCCAACTGTCTC
CTCTGTCCAATCAGTGAAACTGATCCCCTCGTGCAGAAGCGAGGATCATGCCATAAGACGAGAAG

ACCCTATGGAGCTTTAAACTAATATCAACAATTTGCCCTTTTTACCCACTGAATTAAAATCTAGCTG

AATTCATTTGATAAAAGTTTTAGGTTGGGACGACCATGGAGAAAAAAAAATCCTCCCTGATGACTT

TAACCAAGAGCTTCAGCTCTAAGTAATAAGACACTTAACTTATATTGACCCATTTTTTGATCAACGA
ACCAAGTTACCCTAGGGATAACAGCGCAATCCATTTCAAGAGTCCCTATCGACAAATGGGTTTACG
ACCTCGATGTTGGATCAGGGCATCCAAGTGGTGCAACCGCTACTAAAGGTTCGTTTGTTCAACGAT
TAAAGCCCTACGTGATCTGAGTTTCAAACCGGA
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~AUP00385_Kurixalus_hisacculus

GAATGGGTTAAGAGGTCCCGCCTGCCCAGTGACTAATTTCAACGGCCGCGGTATTATGACCGTGC
AAAGGTAGCGTAATCACTTGTCTTTTAAATAAAGACCTGTATGAAAGGCAAAACGAAAGTTCAACT
GTCTCTTTAATCCAATCAATGAAATTTATCTTTTCGTGCAGAAGCGGAAATAAACATATAAGACGAG
AAGACCCTATGGAGCTTTAAATACACTATCAACTACTATAATATTTCAACCAACAGGAAAAAAATA
AAACCCACATAGCCATGATATAAGTTTTTGGTTGGGGCGACCGCGGAGAAAAAGAAACCCTCCGA
GATAAACAATCTAGAATAACACTTCAAAAATTAAAACATTTATTATAAATGATCCACTAAGTGACC
AACGAACCAAGTTACCCTAGGGATAACAGCGCAATCCTTTCTAAGAGTCCCTATCGACGAACGGG
TTTACGACCTCGATGTTGGATCAGGACACCCAAATGGTGCAGCCGCTATTAAAGGTTCGTTTGTTC
AACGATTAAAGTCCTACGTGATCTGAGTTTCAGACCGGA

>kizo42674_0dorrana_chloronota

TTTACTAGAAGGTCAGCCTGCCCAGTGATAACATTCAACGGCCGCGGTATTCTGACCGTGCGAAGG
TAGCATAATCACTTGTTCTCTAAATAAGGACTAGTATCAACGGCATCACGAGGGCTATACTGTCTC
CCCCCTCCAATCAGTGAAACTGATCCCCCCGTGAAGAAGCGGGGATTTAATTATAAGACGAGAAG
ACCCCATGGAGCTTTAAACCTAACATACACCCCCTCGCTAAGATATCAGCTAAGCCTAGAGGGCC
TGTGCGTTGGTCTTAGGCTGGGGGGACCACGGAGCAAAATCAAACCTCCATAACAAATGGGCTAA
AACCCTTATCCACGATTTACAAATCCAAGAATCATCAAAATGATGTTTAATGACCCGATAATTCGAT
CAATGAACCAAGTTACCCTGGGGATAACAGCGCAATCCACTTCAAGAGCCCATATCGACAAGTGG
GTTTACGACCTCGATGTTGGATCAGGGTATCCTAGTGGTGCAGCCGCTACTAAAGGTTCGTTTGTTC
AACGATTAAAACCCTACGTGATCTGAGTTTCAGACCGGA

>Kiz042679_Chiromantis_marginis

GCTTACTTGGAAGGTCTAGCCTGCCCAGTGATAAATTCAACGGCCGCGGTATCCTAACCGCGCGA
AGGTAGCATAATCACTTGTTCTTTAAATAGGGACTTGTATCAACGGCATCACGAGGGTTATACTGTC
TCCTCTCTCTAATCAGTGAAACTGATCTCCCCGTGAAGAAGCGGAGATGGACCAATAAGACGAGA
AGACCCCATGGAGCTTTAAACCTCACAGCAACTCTAATACCCAACCCCTCATAACTTATAGAGCAG
TGCACGTCGGTTTTAGGTTGGGGCGACCGCGGAGTAAAAATTACCCTCCACGACGAAAAGAACTA
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AATCTTTATTTAAGAGCAACCGCTCTATAAATTAGTATACTAACGAACAATGATCCGATAATCGATC
AACGGACCAAGTTACCCTGGGGATAACAGCGCAATCTACTTCAAGAGCCCATATCAACAAGTAGG
CTTACGACCTCGATGTTGGATCAGGGTATCCCGGTGGTGCAGCCGCTACTGATGGTTCGTTTGTTCA
ACGATTAAAACCCTACGTGATCTGAGTTCCAAAACCGGA

>Kiz042677_Rhacophorus_kio

ACTGGNAGGTTCCAAGCCTGCCCAGTGATAAATTCAACGGCCGCGGTATCCTAACCGTGCGAAGG
TAGCATAATCACTTGTTCTTTAAATAGGGACTCGTATCAACGGCATCACGAGGGTTACACTGTCTCC
TCTTTCCAATCAGTGAAACTGATCTTCCCGTGAAGAAGCGGGAATGAACTAATAAGACGAGAAGA
CCCCATGGAGCTTTAAACCTCACAGCAACTCTAACATATATTTCCCCATAACCCGCAGAGCAATGC
TAGTCGGTTTTAGGTTGGGGTGACCGCGGAGCAAAAACTACCCTCCACGACGAACAGAACTAAAT
CTTTATCCAAGAGCAACCACTCTAAGAACTAGCACACTAACGTATCATGACCCGATAATCGATCAA
CGGACCAAGTTACCCTGGGGATAACAGCGCAATCTGCTTCAAGAGCCCATATCGACAAGCAGGCT
TACGACCTCGATGTTGGATCAGGGTACCCCAGTGGTGCAGCCGCTACTAACGGTTCGTTTGTTCAA
CGATTAAAACCCTACGTGATCTGAGTTCAGACCGGA
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